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1. Introduction
Human immunodeficiency virus type 1 (HIV-1) infection is still a formidable threat to public
health in spite of remarkable therapeutic advances (Adoga et al., 2009; Goselle, 2011). Highly
active antiretroviral therapy (HAART) is effective against HIV/AIDS but it is not curative,
and hence does not lead to the eradication of HIV-1 infection. Patients on HAART usually
have their HIV RNA levels suppressed below the lower detection limit of 50 copies / ml.
However, interruption of treatment leads to viral rebound and HIV can be detected again
usually within two weeks (Davey et al.,1999; Dahl et al., 2010). This observation led to the
initial questions that spurred investigations into the discovery of the critical roles of
reservoirs and latency in HIV-1 persistence.
Scientists continue to demonstrate that the major barriers to HIV/AIDS cure are the latently
infected CD4+ T lymphocytes harbouring replication-competent HIV in lymph nodes,
spleen and cells of the CNS (Cordelier, 2006; Dinoso et al., 2009). HIV-infected patients
harbour ~ 105 to 106 memory CD4 T-cells that contain fully integrated but transcriptionally
silent HIV proviruses, which constitute a reservoir of viruses that show no sensitivity to
highly active antiretroviral therapy (HAART), leading to HIV persistence in patients for life
(Williams and Greene, 2007).
Latently infected cells may be defined as transcriptionally silent cells that contain integrated
HIV DNA, but which are capable of producing infectious virus only upon activation (Lassen
et al., 2006; Pace et al., 2011). Based on this definition, it may be deduced that latently
infected cells do not transcribe HIV RNA or express HIV proteins. On the contrary, it has
been reported that resting CD4+ T cells and PBMC (peripheral blood mononuclear cell)
from patients taking HAART do contain low levels of HIV RNA (Li et al., 2005; Fischer et al.,
2008; Pasternak et al., 2009). However, the low levels of HIV RNA are lower than in
activated CD4+ T cells, which brings to question as to whether the low levels of HIV RNA is
enough for significant expression of protein (Lassen et al., 2004a; Zhang et al., 2004).
Current evidence suggests that HAART suppresses viremia to below clinically detectable
limit (50 HIV-1 RNA copies/ml) (Dinoso et al., 2009). It has been reported earlier that
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antiretroviral drugs caused increase in CD4+ T cell counts and exponential decay in viremia,
demonstrating the short lifespan of plasma virus with half life of about 2 days (Wei et al.,
1995; Perelson et al., 1996).This led to the earlier idea that, with prolonged use of
combination antiretroviral drugs, HIV-1 could be eradicated completely leading to a cure
(Perelson et al., 1997). However, we now know that mere prolonged use of HAART cannot
cure HIV/AIDS because HIV-1 is capable of persisting in latently infected resting CD4+ T
cells which constitute a reservoir for the virus (Rong and Perelson, 2009; Jochmans et al.,
2010; Margolis, 2010).
This leads to the clear challenge of eliminating the virus in reservoirs or sanctuaries before a
cure, hence prompting scientists in this field to devise various strategies or models of
purging and eliminating the virus from the reservoir. In this chapter, we discussed HIV-1
persistence and latency, the mechanisms for HIV latency, dynamics of persistent viremia,
dynamics of viral decay, and current approaches for purging latent HIV reservoirs inter alia.

2. Defining HIV-1 reservoir
A cell type or anatomical site where a replication-competent form of a virus persists for a
longer time than in the main pool of actively replicating virus can be termed a viral
reservoir. In the case of HIV-1, CD4+ T-cells serve as major reservoirs both during HAART
and untreated infection. The ultimate goal of HIV therapeutic interventions is to eradicate
HIV-1 from persons infected with the virus. The development of potent antiretroviral
regimens that greatly suppress HIV-1 replication has witnessed important life-saving
advancement.
Despite these therapeutic advances, major obstacles remain to eradicating HIV-1. Reservoirs
of HIV-1 have been identified that represent major impediments to eradication.
Conceptually, there are 2 types of sanctuaries or reservoirs for HIV-1, cellular and
anatomical. Cellular sanctuaries or reservoirs may include latent CD4+ T cells containing
integrated HIV-1 provirus; macrophages, which may express HIV-1 for prolonged periods;
and follicular dendritic cells, which may hold infectious HIV-1 on their surfaces for
indeterminate lengths of time. HIV-1 infected patients harbor ~ 105 - 106 memory CD4+ T
cells that contain fully integrated but transcriptionally silent HIV proviruses. The key
anatomical reservoir for HIV-1 appears to be the central nervous system. Critical clues for
HIV-1 eradication lie in the understanding of the dynamics of HIV-1 within these reservoirs
(Schrager & D’Souza, 1998; Williams & Greene, 2007).
2.1 Resting CD4+ T cells are the main contributors to the reservoir
The description of latently infected resting CD4+ T cells was first done by Chun and his
colleagues (Chun et al., 1995). Latently infected CD4+ T cells are resting CD4+ T cells that
lack activation markers including CD25, HLA-DR and CD69. Resting CD4+ T cells are in the
G0/1a stage of the cell cycle, express limited levels of the transcription factors NFAT and
NF-κβ, and have limited pools of deoxynucleosides, which are important for the efficient
expression of the HIV LTR. Besides, resting CD4+ T cells have been shown to be enriched
for microRNAs involved in HIV latency (Han et al., 2007; Huang et al., 2007; Colin & Van
Lint, 2009; Margolis, 2010). In addition, studies have shown that during acute infection
when reservoir establishes, the most prominently infected cell types are the resting CD4+ T
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cells; and CD4+ T cells are the most frequently infected before or during HAART. An in
vitro study with enhanced HIV-1 integration assay has also reported that HIV-1 integrates
into resting CD4+ T cells even at low viral inoculum, suggesting that there is no threshold
number of virions required for integration into resting CD4+ T cells (Schacker et al., 2000; Li
et al., 2005; Agosto et al., 2007). Figure 1 illustrates dynamic patterns of the infection of
CD4+ T cells.

Fig. 1. Dynamics of HIV-I Infection of CD4+ T lymphocytes: The horizontal arrows show the
successive steps in the life cycle of the virus; while the vertical arrows show the transitions
between resting (small) and activated (large) CD4+ T cells. X4 isolates of HIV-1 can infect
resting and activated CD4+ T cells, but replication does not occur in resting cells due to a
block prior to the stage of nuclear import of the pre-integration complex containing the
reverse-transcribed HIV-1 DNA. R5 isolates can infect activated CD4+ T cells, but may infect
only the subset of resting CD4+ T cells that express sufficient amounts of CCR5 (Finzi &
Siliciano, 1998).

3. Dynamics of HIV-1 infection, decay characteristics and latency
The dynamics of viral replication in vivo offer the best context to consider the
pathophysiology of HIV-1 infection and the mechanisms of viral persistence.
Understanding viral dynamics requires a steady state (in which continuous virus
production is balanced by virus clearance) analysis of the amount of free virus and the
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number of virally infected cells present in infected individuals (the viral load) and a
dynamic analysis of the rates at which virus particles and virally infected cells are generated
and cleared. Substantial progress has been made in understanding key elements of HIV-1
dynamics, and the perspectives developed have already proven useful in understanding the
pathogenesis of other infectious diseases.
Several studies have described the dynamics of HIV-1 infection, decay characteristics and
latency. In one of such studies, Perelson and colleagues used a set of differential equations
and described the dynamics of cell infection and virion production and by fitting the decay
data to the derived model. This way they were able to examine plasma viral levels early
after the initiation of therapy in an effort to measure separately the two processes that
contribute to the rapid initial decay of the plasma virus: the clearance of free virions and the
loss of the infected cells that produce most of the plasma virus. They found out that
corresponding half life (t1/2) values for free virions ranged from 0.18 to 0.34 days , with a
mean of 0.24 ± 0.06 days (~ 6 hours).
Total daily virion production and clearance rates range from 0.4 x 109 to 32.1 x 109 virions
per day, with a mean of 10.3 x 109 virions per day released into the extracellular fluid. The
average life span of a virion in the extracellular phase is 0.3 ± 0.1 days, while the average life
span of a productively infected cell (presumably an activated CD4+ T cell) is 2.2 ± 0.8 days.
Productively infected CD4+ T cells are lost with with an average t ½ of about 1.6 days. The
average life span of a virion in blood was calculated to be 0.3 days. Therefore a population
of plasma virions is cleared with a t ½ of 0.24 days. This implies that, on the average, half of
the population of plasma virions turns over in about every 6 hours. The average generation
time of HIV-1, defined as the time from the release of a virion until it infects another cell and
causes the release of a new generation of viral particles, was determined to be 2.6 days
(Perelson et al., 1996; Finzi & Siliciano, 1998; Pierson et al., 2000; Dahl et al., 2010).

4. How HIV-1 reservoirs are formed
Several mechanisms may be involved in the formation of reservoirs. One mechanism is the
direct infection of resting CD4+ T cells. This is supported by the fact that resting cells are the
prominently infected cells during early infection (Li et al., 2005). Still in support of this
mechanism, data from in vitro studies have also demonstrated that it is possible to infect
resting cells directly (Agosto et al., 2007; Plesa et al., 2007; Dai et al., 2009).
In addition, a cytokine-rich environment and the presence of macrophages may play some
roles in enhancing the formation of reservoir through some mechanisms (Eckstein et al.,
2001; Swingler et al., 2003).
Another idea is that latently infected CD4+ T cells may originate from activated CD4+ T
cells that return to a resting state after becoming infected. The fact that memory CD4+ T
cells contribute the most to latently infected CD4+ T cells lends credence to this idea (Chun
et al., 1997; Han et al., 2007).
4.1 How to measure HIV-1 reservoirs
The assay used in measuring latently infected cells was developed by Siliciano and Wong
with their colleagues, and is referred to as the Infectious Units Per Million (IUPM) assay.
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This assay involves the serial dilution and subsequent activation of resting CD4+ T cells
from HIV-infected patients on HAART in the presence of allogeneic susceptible T blasts as
targets to allow spreading infection (Finzi et al., 1997; Wong et al., 1997; Siliciano & Siliciano,
2005). Determining the number of latently infected cells is made possible by enumerating
the number of wells that demonstrate positive results for spreading infection under limiting
dilution conditions. The IUPM assay, though costly and laborious, has proved highly
invaluable for the characterisation of reservoir cells. Using this assay, latently infected cells
are defined as cells that contain HIV DNA but do not produce infectious virions until they
are stimulated to enter the cell cycle. Perhaps a better description is to define latent cells as
those cells that contain integrated DNA that do not release virions until stimulated, if steps
are taken to remove pre-integration complexes (Lassen et al., 2004a; Lassen et al., 2004b).
Studies have shown that measurement of integrated HIV DNA is a useful surrogate marker
of latently infected cells. However, studies that involved measuring latently infected cells
over a period of time demonstrated constant level of both IUPM and integrated HIV DNA.
This observation suggests that changes in the levels of integrated HIV DNA would be a
good surrogate marker for changes in reservoir size (Brussel et al., 2003; Brussel et al., 2005;
Koelsch et al., 2008; Chomont et al., 2009; Richman et al, 2009).
The integration assay appears to be more sensitive and easier to perform than the IUPM
assay, but the IUPM assay will best determine if any cells are capable of producing viable
HIV particles. Some studies have demonstrated the superiority of integration assay over the
IUPM assay. For instance, the levels of latently infected cells are so low in elite suppressors
that the level is below the detection limit of the IUPM assay. However, a particular study
detected integrated DNA in 10 out of 10 elite suppressor individuals (Blankson et al., 2007;
Julg et al., 2010; Graf et al., 2011). The fact that a large fraction of integrated HIV proviruses
are defective and contain a large number of mutations should be brought into consideration
when using an integration assay as a surrogate marker for latently infected cells.

5. How to purge latent HIV-1 reservoirs
Most strategies for purging latent HIV-1 reservoirs involve the activation of latently infected
cells to induce the expression of the integrated HIV-1 DNA making it susceptible to
antiretroviral therapy and immune-mediated killing. Latently infected cells can be
reactivated through a number of ways. One way is to up-regulate cellular transcription to
induce HIV-1 gene expression. This involves inhibiting HDACs which promote latency by
regulating genome structure and transcriptional activity. A study by Archin and colleagues
demonstrated that synthetic HDAC inhibitors are capable of reactivating latently HIVinfected cells in vitro (Archin et al., 2009). However, when HDAC inhibitor, HAART and
valproic acid were co-administered, it gave mixed results (Lehrman et al., 2005; Blankson et
al., 2007). Secondly, some interleukins have shown some promise in controlling latently
infected cells. For instance, Chun and his colleagues demonstrated that patients treated with
IL-2 plus HAART had fewer resting memory CD4+ T cells than patients who had HAART
alone . The role of IL-7 in purging latently infected cells has also been tested in some studies
with significant results. In addition, it is possible to purge latently infected cells by
combining DNA methylation inhibitors with HAART, since DNA methylation is known to
reduce intracellular transcriptional activity (Chun et al., 1999; Kauder et al., 2009). Prostratin
has also been shown to up-regulate HIV-1 expression in peripheral blood mononuclear cells
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from patients on HAART but down-regulates the expression of CD4 receptor; and another
study has demonstrated that the transcription factor Est1 reactivates latent HIV-1 in resting
memory T cells in patients who were on HAART without resulting to general activation of T
cells (Kulkosky et al., 2001; Yang et al., 2009).
Another method is to increase HIV-1 gene expression by altering the effects of non-coding
cellular miRNAs. There are reports of cellular miRNAs contributing to HIV-1 latency in
memory CD4+ T cells. When cellular miRNAs bind to the 3’ end of HIV-1 messenger RNA,
they inhibit viral protein translation in cells resulting to the enhancement of latency.
However, combination of the different activators may play a synergistic role in the
reactivation of latent viral reservoirs as demonstrated by some studies. For instance, Reuse
and colleagues have demonstrated that combining valproic acid and prostratin or
suberoylanilide hydroxamic acid (SAHA)- an HDAC inhibitor- and prostratin more
efficiently reactivated HIV-1 production in cell lines and cells isolated from patients
receiving HAART than each compound alone (Reuse et al., 2009; Dahl et al., 2010).

6. Conclusion
Latent HIV-1 reservoirs are established early during primary infection in lymphocytes and
macrophages and constitute a major barrier to eradication even in the presence of highly
active antiretroviral therapy (Alcami et al., 2010). HAART reduces HIV-1 in plasma to
undetectable levels, which led to the earlier idea that prolonged treatment might eradicate
the infection. However, it was later discovered that HIV-1 can persist in a latent form in
resting CD4+ T cells. In addition, both cellular and viral miRNAs could be involved in
maintaining HIV-1 latency or in controlling low-ongoing viral replication. Identification of
new cellular elements restricting the viral cycle provides a new paradigm on HIV-1 latency
(Alcami et al., 2010). It is obvious from growing evidence that HIV-1 eradication cannot be
achieved without addressing the vicious circle of HIV-1 latency and reservoirs. Latently
infected cells serve as a constant source of viral rebound even in the face of antiretroviral
therapy. Finally, HIV-1 reservoirs and latency present monumental challenges to the
scientific community, especially those involved in therapeutic research; and at the same time
offer useful clues for eradication.

7. References
Adoga, M.P., Banwat, E.B., Forbi, J.C., Nimzing, L., Pam, C.R., Gyar, S.D., Agabi, Y.A.,
Agwale, S.M. (2009). Human immunodeficiency virus, hepatitis B virus and
hepatitis C virus: sero-prevalence, co-infection and risk factors among prison
inmates in Nasarawa State, Nigeria. Journal of Infection in Developing Countries, 3 (7):
539-547.
Agosto, L.M.,Yu, J.J., Dai, J., Kaletsky, R., Monie, D. & O'Doherty, U. (2007). HIV-1 integrates
into resting CD4+ T cells even at low inoculums as demonstrated with an
improved assay for HIV-1 integration. Virology, 368 (1): 60–72.
Alcami, J., Coiras, M., Lopez-Huertas, M.R. & Perez-Olmeda, M. (2010). Molecular
mechanisms involved in HIV latency and implications for HIV treatment and
eradication. Retrovirology, 7 (suppl 1): 115.

www.intechopen.com

HIV-1 Reservoirs and Latency: Critical Barriers and Clues for HIV / AIDS Cure

7

Archin, N.M., Keedy, K.S., Espeseth, A., Dang, H., Hazuda, D.J. & Margolis, D.M. (2009).
Expression of latent human immunodeficiency type 1 is induced by novel and
selective histone deacetylase inhibitors. AIDS, 23: 1799-1806.
Blankson, J.N., Bailey, J.R., Thayil, S., Yang, H.C., Lassen, K., Lai, J., Gandhi, S.K., Siliciano,
J.D., Williams, T.M. & Siliciano, R.F. (2007). Isolation and characterization of
replication-competent human immunodeficiency virus type 1 from a subset of elite
suppressors. Journal of Virology, 81 (5): 2508–2518.
Brussel, A., Mathez, D., Broche-Pierre, S., Lancar, R., Calvez, T., Sonigo, P. & Leibowitch, J.
(2003). Longitudinal monitoring of 2-long terminal repeat circles in peripheral
blood mononuclear cells from patients with chronic HIV-1 infection. AIDS, 17 (5):
645–652.
Brussel, A., Delelis, O. & Sonigo, P. (2005). Alu-LTR real-time nested PCR assay for
quantifying integrated HIV-1 DNA. Methods in Molecular Biology, 304: 139–154.
Chomont, N., El-Far, M., Ancuta, P., Trautmann, L., Procopio, F.A., Yassine-Diab, B.,
Boucher, G., Boulassel M.R., Ghattas G., Brenchley J.M., Schacker T.W., Hill B.J.,
Douek D.C., Routy J.P., Haddad E.K. & Sekaly R.P. (2009). HIV reservoir size and
persistence are driven by T cell survival and homeostatic proliferation. Nature
Medicine, 15 (8): 893–900.
Chun, T.W., Finzi, D., Margolick, J., Chadwick, K., Schwartz, D. & Siliciano, R.F. (1995). In
vivo fate of HIV-1-infected T cells: quantitative analysis of the transition to stable
latency. Nature Medicine, 1: 1284–1290.
Chun, T.W., Carruth, L., Finzi, D., Shen, X., DiGiuseppe, J.A., Taylor, H., Hermankova, M.,
Chadwick, K., Margolick, J., Quinn, T.C., Kuo, Y. H., Brookmeyer, R., Zeiger, M.A.,
Barditch-Crovo, P. & Siliciano, R.F. (1997). Quantification of latent tissue reservoirs
and total body viral load in HIV-1 infection. Nature, 387: 183–188.
Chun, T.W., Engel, D., Mizell, S.B., Hallahan, C.W., Fischette, M., Park, S., Davey Jr.,R.T.,
Dybul, M., Kovacs, J.A., Metcalf, J.A., Mican, J.M., Berry, M.M., Corey, L., Lane,
H.C. & Fauci, A.S. (1999). Effect of interleukin-2 on the pool of latently infected,
resting CD4+ T cells in HIV-1-infected patients receiving highly active antiretroviral therapy. Nature Medicine, 5: 651-655.
Colin, L. & Van Lint, C. (2009). Molecular control of HIV-1 postintegration latency:
implications for the development of new therapeutic strategies. Retrovirology, 6:
111.
Cordelier, P. & Strayer, D.S. (2006). Using gene delivery to protect HIV-susceptible CNS
cells: Inhibiting HIV replication in microglia. Virus Research, 118: 87-97.
Dahl, V., Josefsson, L. & Palmer, S. (2010). HIV reservoirs, latency, and reactivation:
prospects for eradication. Antiviral Research, 85 (1): 286–294.
Dai, J., Agosto, L.M., Baytop, C., Yu, J.J., Pace, M.J., Liszewski, M.K. & O'Doherty, U. (2009).
Human immunodeficiency virus integrates directly into naive resting CD4+ T cells
but enters naive cells less efficiently than memory cells. Journal of Virology, 83 (9):
4528–4537.
Dahl, V., Josefson, L. & Palmer, S. (2010). HIV reservoirs, latency, and reactivation: prospects
for eradication. Antiviral Research, 85: 286-294.
Davey, R. T., Bhat, N., Yoder, C., Chun, T.W., Metcalf, J.A., Dewar, R., Natarajan, V.,
Lempicki, R.A., Adelsberger, J.W., Miller, K.D., Kovacs, J.A., Polis, M.A., Walker,
R.E., Falloon, J., Masur, H., Gee, D., Baseler, M., Dimitrov, D.S., Fauci, A.S. & Lane,

www.intechopen.com

8

Molecular Virology

H.C. (1999).HIV-1 and T cell dynamics after interruption of highly active
antiretroviral therapy (HAART) in patients with a history of sustained viral
suppression. Proceedings of the National Academy of Sciences USA, 96: 15109–15114.
Dinoso, J.B., Rabi, S.A., Blankson, J.N., Gama, L., Mankowski, J.L., Siliciano, R.F., Zink, M.C.
& Clements, J.E. (2009). A simian immunodeficiency virus-infected macaque model
to study viral reservoirs that persist during highly active antiretroviral therapy.
Journal of Virology, 83 (18): 9247-9257.
Eckstein, D.A., Penn, M.L., Korin, Y.D., Scripture-Adams, D.D., Zack, J.A., Kreisberg, J.F.,
Roederer, M., Sherman, M.P., Chin, P.S. & Goldsmith, M.A. (2001). HIV-1 actively
replicates in naive CD4(+) T cells residing within human lymphoid tissues.
Immunity, 15 (4): 671–682.
Finzi, D., Hermankova, M., Pierson, T., Carruth, L.M., Buck, C., Chaisson, R.E., Quinn, T.C.,
Chadwick, K., Margolick, J., Brookmeyer, R., Gallant, J., Markowitz, M., Ho, D.D.,
Richman, D.D. & Siliciano, R.F. (1997). Identification of a reservoir for HIV-1 in
patients on highly active antiretroviral therapy. Science, 278: 1295–1300.
Finzi, D. & Siliciano, R.F. (1998). Viral dynamics in HIV-1 infection. Cell, 93: 665-671.
Fischer, M., Joos, B., Niederöst, B., Kaiser, P., Hafner, R., von Wyl, V., Ackermann, M.,
Weber, R. & Günthard H.F. (2008). Biphasic decay kinetics suggest progressive
slowing in turnover of latently HIV-1 infected cells during antiretroviral therapy.
Retrovirology 5: 107.
Goselle, O.N. (2011). Human immunodeficiency virus transmission, in Venketaraman, V
(ed.), Global View of HIV Infection, Intech, Croatia, pp 43-66. Available from:
http://www.intechopen.com/articles.
Graf, E.H., Mexas, A.M., Yu, J.J., Shaheen, F., Liszewski, M.K., Di Mascio, M., Migueles, S.A.,
Connors, M. & O'Doherty, U. (2011). Elite Suppressors Harbor Low Levels of
Integrated HIV DNA and High Levels of 2-LTR Circular HIV DNA Compared to
HIV+ Patients on and off HAART. PLoS Pathogens, 7 (3):
10.1371/annotation/0d21de23-d44c-49c0-9a9f-53d421648cbf.
Han, Y., Wind-Rotolo, M., Yang, H.C., Siliciano, J.D. & Siliciano, R.F. (2007). Experimental
approaches to the study of HIV-1 latency. Nature Reviews Microbiology, 5 (2): 95–106.
Huang, J., Wang, F., Argyris, E., Chen, K., Liang, Z., Tian, H., Huang, W., Squires, K.,
Verlinghieri, G. & Zhang, H. (2007). Cellular microRNAs contribute to HIV-1
latency in resting primary CD4+ T lymphocytes. Nature Medicine, 13 (10): 1241–
1247.
Jochmans, D., Anders, M., Keuleers, I., Smeulders, L., Kräusslich, H.G., Kraus, G. & Müller,
B. (2010). Selective killing of human immunodeficiency virus infected cells by nonnucleoside reverse transcriptase inhibitor-induced activation of HIV protease.
Retrovirology, 7: 89. Doi: 10.1186/1742-4690-7-89.
Julg, B., Pereyra, F., Buzon, M.J., Piechocka-Trocha, A., Clark, M.J., Baker, B.M., Lian, J.,
Miura, T., Martinez-Picado, J., Addo, M.M. & Walker, B.D. (2010). Infrequent
recovery of HIV from but robust exogenous infection of activated CD4(+) T cells in
HIV elite controllers. Clinical Infectious Diseases, 51 (2): 233–238.
Kauder, S.E., Bosque, A., Lindqvist, A., Planelles, V. & Verdin, E. (2009). Epigenetic
regulation of HIV-1 latency by cytosine methylation. PLoS Pathogens, 5: e1000495.
Koelsch, K.K., Liu, L., Haubrich, R., May, S., Havlir, D., Gunthard, H.F., Ignacio, C.C.,
Campos-

www.intechopen.com

HIV-1 Reservoirs and Latency: Critical Barriers and Clues for HIV / AIDS Cure

9

Soto, P., Little, S.J., Shafer, R., Robbins, G.K., D'Aquila, R.T., Kawano, Y., Young, K., Dao, P.,
Spina, C.A., Richman, D.D. & Wong, J.K. (2008). Dynamics of total, linear
nonintegrated, and integrated HIV-1 DNA in vivo and in vitro. Journal of Infectious
Diseases, 197 (3): 411–419.
Kulkosky, J., Culnan, D.M., Roman, J., Dornadula, G., Schnell, M., Boyd,M.R. & Pomerantz,
R.J. (2001). Prostratin: activation of latent HIV-1 expression suggests a potential
inductive adjuvant therapy for HAART. Blood, 98: 3006-3015.
Lassen, K., Han, Y., Zhou, Y., Siliciano, J. & Siliciano, R.F. (2004a). The multifactorial nature
of HIV-1 latency. Trends in Molecular Medicine, 10 (11): 525–531.
Lassen, K.G., Bailey, J.R. & Siliciano, R.F. (2004b). Analysis of human immunodeficiency
virus type 1 transcriptional elongation in resting CD4+ T cells in vivo. Journal of
Virology, 78 (17): 9105–9114.
Lassen, K.G., Ramyar, K.X., Bailey, J.R., Zhou, Y. & Siliciano, R.F. (2006). Nuclear retention
of multiple spliced HIV-1 RNA in resting CD4+ T cells . PLoS Pathogens 2 (7): e68.
Lehrman, G., Hogue, I.B., Palmer, S., Jennings, C., Spina, C.A., Wiegand, A., Landay, A.L.,
Coombs, R.W., Richman, D.D., Mellors, J.W., Coffin, J.M., Bosch, R.J. & Margolis,
D.M. (2005). Depletion of latent HIV-1 infection in vivo: a proof-of-concept study.
Lancet, 366: 549-555.
Li, Q., Duan, L., Estes, J.D., Ma, Z.M., Rourke, T., Wang, Y., Reilly, C., Carlis, J., Miller, C.J.,
Haase, A.T. (2005). Peak SIV replication in resting memory CD4+ T cells depletes
gut lamina propria CD4+ T cells. Nature, 434 (7037): 1148-1152.
Margolis, D.M. (2010). Treatments for persistent HIV infection: the road ahead.
Retrovirology, 7 (1): 117.
Pace, M.J., Agosto, L. & O'Doherty, U. (2011). R5 HIV Env and VSV-G Cooperate to Mediate
Fusion to Naive CD4+ T Cells. Journal of Virology, 85 (1): 644–648.
Pace, M.J., Agosto, L., Graf, E.H. & O'Doherty, U. (2011). HIV reservoirs and latency models.
Virology, 411: 344-354.
Pasternak, A.O., Jurriaans, S., Bakker, M., Prins, J.M., Berkhout, B. & Lukashov, V.V. (2009).
Cellular levels of HIV unspliced RNA from patients on combination antiretroviral
therapy with undetectable plasma viremia predict the therapy outcome. PLoS ONE,
4 (12): e8490.
Perelson, A.S., Neumann, A.U., Markowitz, M., Leonard, J.M. & Ho, D.D. (1996). HIV-1
dynamics in vivo: virion clearance rate, infected cell life-span, and viral generation
time. Science 271: 1582-1586.
Perelson, A.S., Essunger, P., Cao, Y., Vesanen, M., Hurley, A., Saksela, K., Markowitz, M. &
Ho, D.D. (1997). Decay characteristics of HIV-1-infected compartments during
combination therapy. Nature, 387: 188-191.
Pierson, T., McArthur, J. & Siliciano, R.F. (2000). Reservoirs for HIV-1: mechanisms for viral
persistence in the presence of antiviral immune responses and antiretroviral
therapy. Annual Reviews Immunology, 18: 665–708.
Plesa, G., Dai, J., Baytop, C., Riley, J.L., June, C.H. & O'Doherty, U. (2007). Addition of
deoxynucleosides enhances human immunodeficiency virus type 1 integration and
2LTR formation in resting CD4+ T cells. Journal of Virology, 81 (24): 13938–13942.
Reuse, S., Calao, M., Kabeya, K., Guiguen, A., Gatot, J.S., Quivy, V., Vanhulle, C., Lamine,
A., Varia, D., Demonte, D., Martinelli, V., Veithen, E., Cherrier, T., Avettand, V.,
Poutrel, S., Piette, J., de Launoit, Y., Moutschen, M., Burny, A., Rouzioux, C., De

www.intechopen.com

10

Molecular Virology

Wit, S., Herbein, G., Rohr, O., Collette, Y., Lambotte, O., Clumeck, N. & Van Lint,
C. (2009). Synergistic activation of HIV-1 expression by deacetylase inhibitors and
prostratin: implications for treatment of latent infection. PLoS ONE, 4: e6093.
Richman, D.D., Margolis, D.M., Delaney, M., Greene, W.C., Hazuda, D. & Pomerantz, R.J.
(2009). The challenge of finding a cure for HIV infection. Science, 323 (5919): 1304–
1307.
Rong, L. & Perelson, A.S. (2009). Modeling HIV persistence, the latent reservoir, and viral
blips. Journal of Theoritical Biology, 260: 308-331.
Schacker, T.W., Little, S., Connick, E., Gebhard-Mitchell, K., Zhang, Z., Krieger, J., Pryor, J.,
Havlir, D., Wong, J.K., Richman, D., Corey, L. & Haase, A.T. (2000). Rapid
accumulation of human immunodeficiency virus (HIV) in lymphaticc tissue
reservoirs during acute and early HIV infection: implications for timing of
antiretroviral therapy. Journal of Infectious Diseases, 181: 354–357.
Schrager, L.K. & D’Souza, M.P. (1998). Cellular and Anatomical Reservoirs of HIV-1 in
Patients Receiving Potent Antiretroviral Combination Therapy. Journal of the
American Medical Association, 280 (1): 67-71.
Siliciano, J.D. & Siliciano, R.F. (2005). Enhanced culture assay for detection and quantitation
of latently infected, resting CD4+ T-cells carrying replication-competent virus in
HIV-1-infected individuals. Methods in Molecular Biolology, 304: 3–15.
Swingler, S., Brichacek, B., Jacque, J.M., Ulich, C., Zhou, J. & Stevenson, M. (2003). HIV-1 nef
intersects the macrophage CD40L signalling pathway to promote resting-cell
infection. Nature, 424 (6945): 213-219.
Wei X.P., Ghosh S.K., Taylor M.E., Johnson V.A., Emini E.A., Deutsch P, Lifson J.D.,
Bonhoeffer S., Nowak M.A., Hahn B.H., Saag M.S. & Shaw G.M. (1995). Viral
dynamics in human immunodeficiency virus type 1 infection. Nature, 373: 117-122.
Williams, S.A. & Greene, W.C. (2007). Regulation of HIV-1 latency by T-cell activation.
Cytokine, 39: 63-74.
Wong, J.K., Hezareh, M., Günthard, H.F., Havlir, D.V., Ignacio, C.C., Spina, C.A. &
Richman, D.D. (1997). Recovery of replication-competent HIV despite prolonged
suppression of plasma viremia. Science, 278: 1291–1295.
Yang, H.C., Shen, L., Siliciano, R.F. & Pomerantz, J.L. (2009). Isolation of a cellular factor that
can reactivate latent HIV-1 without T cell activation. Proceedings of the National
Academy of Sciences USA, 106: 6321-6326.
Zhang, Z.Q., Wietgrefe, S.W., Li, Q., Shore, M.D., Duan, L., Reilly, C., Lifson, J.D. & Haase,
A.T. (2004). Roles of substrate availability and infection of resting and activated
CD4+ T cells in transmission and acute simian immunodeficiency virus infection.
Proceedings of the National Academy of Sciences USA, 101 (15): 5640-5645.

www.intechopen.com

Molecular Virology
Edited by Mr. Moses Adoga

ISBN 978-953-51-0369-1
Hard cover, 168 pages
Publisher InTech
Published online 21, March, 2012
Published in print edition March, 2012
This book covers various aspects of Molecular Virology. The first chapter discusses HIV-1 reservoirs and
latency and how these twin phenomena have remained a challenge to eradication. Aspects regarding the
molecular evolution of hepatitis viruses including their genetic diversities with implications for vaccine
development are treated in the second chapter. Metabolic disorders that are a consequence of hepatitis C
virus infection are discussed in the succeeding chapter. The following two chapters discuss influenza C virus
and the applications of viral vectors in therapeutic research. Avian influenza is handled in the sixth chapter and
the therapeutic potential of belladonna-200 against japanese encephalitis virus infection is discussed in the
succeeding chapter. The last two chapters discuss baculoviruses and their interaction with polydnaviruses.
Researchers, lecturers and students will find this book an indispensable companion.

How to reference
In order to correctly reference this scholarly work, feel free to copy and paste the following:
Moses P. Adoga and Grace Pennap (2012). HIV-1 Reservoirs and Latency: Critical Barriers and Clues for HIV
/ AIDS Cure, Molecular Virology, Mr. Moses Adoga (Ed.), ISBN: 978-953-51-0369-1, InTech, Available from:
http://www.intechopen.com/books/molecular-virology/hiv-1-reservoirs-and-latency-critical-barriers-and-cluesfor-hiv-aids-cure

InTech Europe

InTech China

University Campus STeP Ri

Unit 405, Office Block, Hotel Equatorial Shanghai

Slavka Krautzeka 83/A

No.65, Yan An Road (West), Shanghai, 200040, China

51000 Rijeka, Croatia
Phone: +385 (51) 770 447

Phone: +86-21-62489820

Fax: +385 (51) 686 166

Fax: +86-21-62489821

www.intechopen.com

© 2012 The Author(s). Licensee IntechOpen. This is an open access article
distributed under the terms of the Creative Commons Attribution 3.0
License, which permits unrestricted use, distribution, and reproduction in
any medium, provided the original work is properly cited.

