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1. Introduction
Glial tumors, within neuroepitelial-derived lesions, are the most common intra-assial neo‐
plastic histotypes. Gliomas account for about 45% of all primary central nervous system
(CNS) tumors and 77% of all malignant primary CNS tumors. Gliomas can originate from
neural stem cells, progenitor cells, or from de-differentiated mature neural cells transformed
into cancer stem cells. Although brain tumors constitute only a small proportion of overall
human malignancies, they carry high rates of morbidity and mortality. Mortality is still close
to 100% and the average survival of patients with glioblastoma multiforme (GBM) is less
than 1 year when classical treatment is used. Recent progresses in multimodal treatment has
led to only a slight increase in average survival up to 15-18 months [1]. The effectiveness of
the actual chemotherapeutic approach and multimodal targeted therapies remains modest
in gliomas.
Gliomas are divided into different subtypes based on cell line from which they originate.
Gliomas include astrocytomas, glioblastomas, oligodendrogliomas, ependymomas and oth‐
er histological subtypes. The most common gliomas are astrocytomas, oligodendrogliomas
and ependymomas. Since 1993, the 4-level grading system proposed by the World Health
Organization (WHO), was the most widely accepted and widespread. It is based on histo‐
logic features: nuclear atypia, presence of mitoses, endothelial proliferation. Grade I gliomas
are benign with a slow proliferation rate and include pylocitic astrocytoma most common in
pediatric age. Grade II gliomas are characterized by a high degree of cellular differentiation
and grow diffusely into the normal brain parenchyma and are prone to malignant progres‐
sion. They include astrocytoma, oligodendroglioma and oligoastrocytoma. Grade III lesions
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include anaplastic astrocytoma, anaplastic oligoastrocytoma and anaplastic oligodendro‐
glioma. These tumors show a higher cellular density and a notable presence of atypia and
mitotic cells. Grade IV tumors are the most malignant and also the most frequent gliomas
and include glioblastoma and gliosarcoma. These tumors presented microvascular prolifera‐
tions and pseudopalisading necrosis.
Conventional brain tumor treatments include surgery, radiation therapy and chemotherapy.
Surgical treatment is invasive but represents the first approach for the vast majority of brain
tumors due to difficulties arising in early stage detection. However, gross total removal is
not always achievable in relation to the location of the tumor, to preserve vital nervous or
vascular structures. Aggressive treatment modalities have extended the median survival
from 4 months to 1 year, but the survival is often associated with significant impairment in
the quality of life. Radiation therapy and chemotherapy are non-invasive options often used
as adjuvant therapy, but may also be effective for curing early-stage tumors. Radiotherapy
seems to be related only to a prolonged progression-free survival, with better control of seiz‐
ures, but with no substantial differences in overall survival. Besides, patients treated with
radiotherapy, have high risk to develop some complications such as post radiation leukoen‐
cephalopathy, that is characterized by dementia, gait disturbance, incontinence, deficit in at‐
tention and executive functions. In patients with recurrent GBM, the 6-months progressionfree survival is only 21% after treatment with temozolomide [2]. The effectiveness of
systemic chemotherapy is limited by toxic effects on healthy cells, generally resulting in
morbidity or mortality of the patient. Moreover, the presence of the blood-brain barrier
(BBB) limits the passage of a wide variety of anticancer agents. The high incidence of recur‐
rence and poor prognosis of malignant gliomas compel the development of more powerful
anti-cancer treatments. Action of alkylating agents, one of the most common class of chemo‐
therapeutic drugs employed, is limited by activation of methylguanine-methyltransferase.
The compromise of the quality of remaining life as well as the limited success of current
treatment options in shrinking tumors, raise increasing concerns about the adverse effects of
cancer treatment on brain function.
Glioma cell invasion into normal tissue is thought to be a multi-factorial process, consisting
of cell interactions with extracellular matrix (ECM) and with adjacent cells, as well as accom‐
panying biochemical processes supportive of active cell movement. Tumor cell invasion re‐
quires four distinct steps: (1) detachment of invading cells from the primary tumor mass, (2)
adhesion to ECM, (3) degradation of ECM, and (4) cell motility and contractility. However,
growth of tumors necessitates, also, the recruitment of a new blood supply. Angiogenesis,
represent a key event in the progression of malignant gliomas. Tumor angiogenesis involves
multiple cellular processes including endothelial cell proliferation, migration, reorganization
of ECM and tube formation.
The advent of molecular studies allowed a new evaluation of the biology of gliomas with, a
level of precision that promises interesting advances toward the development of specific
and effective therapies. The introduction of molecularly targeted agents is one of the most
significant advances in cancer therapy in recent years. Targeted therapies block activation of
oncogenic pathways, either at the ligand-receptor interaction level or by inhibiting down‐
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stream signal transduction pathways, thereby inhibiting growth and progression of cancer.
Because of their specificity, targeted therapies should theoretically have better efficacy and
safety profiles than systemic cytotoxic chemotherapy or radiotherapy.
In this chapter we evaluated the invasion and angiogenesis in the glioma progression.
Moreover, new pharmacological agents on the basis of the more recent literature will be
evaluated.

2. Gliomas
Approximately 50% of primary brain tumors are gliomas, arising from astrocytes, oligo‐
dendrocytes, or their precursors and ependymal cells. Gliomas are classified from I to IV
according to the WHO malignancy scale. Gliomas are divided into different subtypes
based on cell line from which they originate. The WHO classification of CNS tumors,
now in its fourth edition, is the universal standard for classifying and grading brain neo‐
plasms. Analysis of tumour differentiation, cellularity, cytonuclear atypia, mitotic activity,
microvascular proliferation, and necrosis further enables grading of the tumour as grade
2 (diffuse infiltrating low-grade gliomas), 3 (anaplastic gliomas), or 4 (glioblastomas) with
increasing aggressiveness. Unfortunately, WHO morphological classification is based on
subjective criteria, lacks reproducibility, and remains imperfect in its ability to predict in‐
dividual outcomes. The most recent WHO classification introduced a number of signifi‐
cant changes that include both additions and redefinitions or clarifications of existing
entities. Three new tumor types were added to the glioma section. The first of these is
angiocentric glioma. Angiocentric gliomas are slowly growing solid hemispheric tumors
of children and young adults. They are strongly epileptogenic, with 95% of patients pre‐
senting with intractable seizures. These tumors are characterized histologically by elon‐
gated bipolar glial tumor cells and by their striking perivascular growth pattern.
Angiocentric gliomas have a low proliferative potential (MIB-1 between 1% - 5%) and
have been designated as WHO grade I neoplasms. The second, pilomyxoid astrocytoma
(PMA), is now formally considered as a distinct more aggressive variant of PA. PMAs
typically occur at an earlier mean age and are associated with more aggressive behavior
than Pas (pilocytic astrocytomas). PMAs are composed of bipolar (piloid or hairlike) cells
that lie within a distinct myxoid background matrix. PMAs are currently considered
WHO grade II neoplasms. Atypical choroid plexus papilloma (CPP) is the third new tu‐
mor. Cellular atypia and increased mitotic activity are reflected in more aggressive bio‐
logic behavior, with earlier metastases and higher recurrence rates than CPP. An aCPP is
designated as a WHO grade II neoplasm. The 2007 WHO version recognized, also, papil‐
lary glioneuronal tumor (PGNT), rosette-forming glioneuronal tumor (RGNT) of the
fourth ventricle, and the extraventricular form of neurocytoma. PGNT is a rare relatively
well-circumscribed clinically indolent tumor that is exclusively found in the cerebral
hemispheres. PGNTs are biphasic tumors, with both astrocytic and neuronal elements.
The histologic hallmark of PGNT is the presence of hyalinized vascular pseudopapillae.
Although PGNT was not formally assigned a WHO grade in the 2007 revision, this tu‐
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mor generally behaves in a benign grade I fashion. RGNTs are rare slow-growing tumors
of young and middle-aged adults. RGNTs contain both neurocytic and astrocytic ele‐
ments. Their histologic hallmark is the formation of neurocytic perivascular pseudoro‐
settes. RGNTs are designated as WHO grade I neoplasms. The term “central
neurocytoma” describes a neuronal tumor with preferential location in the lateral ventri‐
cle body. These tumors comprise fibrillary areas mimicking neuropil plus collections of
uniform round cells that have immunohistochemical and ultrastructural evidence of neu‐
ronal differentiation. A low proliferation rate is typical. Similar neoplasms have been re‐
ported outside the ventricular system, and the WHO 2007 designated the term “EVNCT”
(extraventricular neurocytoma) for these uncommon tumors. Because the only distin‐
guishing feature is location EVNCTs are included in the same histopathologic code as
central neurocytoma. Both central and extraventricular neurocytomas are designated as
WHO grade II neoplasms. Two new tumors of the pineal region were codified in the
WHO 2007 classification, papillary tumor of the pineal region (PTPR) and pineal paren‐
chymal tumor of intermediate differentiation (PPTID). PTPR is a rare neuroepithelial tu‐
mor that arises from the subcommissural organ and exhibits ependymal differentiation.
Macroscopically, PTPRs are indistinguishable from pineocytomas. Microscopically, the tu‐
mors are easily distinguished. PTPRs show papillary architecture with pseudostratified
columnar epithelium. Ultrastructural features suggesting ependymal differentiation are
present. Immunohistochemistry is positive for cytokeratins. While grading of PTPRs has
yet to be defined, most neuropathologists consider these as WHO grade II or III neo‐
plasms. PPTID is a newly recognized tumor intermediate in malignancy between pineo‐
cytoma and pineoblastoma. Mild-to-moderate nuclear atypia and low-to-moderate mitotic
activity result in either WHO grade II or III. PPTIDs have a much more aggressive
course than pineocytomas and may warrant adjuvant therapy. PPTIDs are more common
than previously recognized, accounting for up to 20% of all pineal parenchymal neo‐
plasms. Recent reports emphasize their large size and focal invasion of adjacent struc‐
tures as features that distinguish them from pineocytoma [3].
According to WHO low grade gliomas include diffuse astrocytomas (fibrillar, gemistio‐
cytic, protoplasmatic, mixed), grade II oligodendrogliomas and oligoastrocytomas. Diag‐
nosis of anaplastic glioma is based on the presence of mitotic activity, while vascular
proliferation and necrosis are typical features of GBM. The definition of low grade glio‐
ma does not refer perhaps to I grade astrocytomas, that differ from other gliomas in rela‐
tion to their biological behaviour, prognosis and genetic profile [4]. Low grade gliomas,
tend perhaps to dedifferentiate: a global therapeutic approach, related to gross total (>
90%) surgical removal, radiotherapy e chemiotherapy with temozolamide, leads only to a
slight prolongation of overall survival, calculated from 3 to 7 years [5]. This variability
depends from various factors: age at diagnosis, tumor volume, tumor crossing the mid‐
line, neurological deficits before treatment and tumor’s histology [6]. Anyway, mortality
is near to 100% and only 35% of patients with glioblastoma multiforme have a median
survival of one year or more.
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2.1. Genetics of malignant gliomas
Cancers originate as the result of hereditary or somatic alterations in genes that control criti‐
cal biological processes. The accumulation of such genetic damage over time permits the
survival and progressive transformation of abnormal cell populations that eventually lead
to the formation of a tumor. Consistent with their high malignant potential, gliomas exhibit
a vast array of well-documented genetic changes that likely contribute to their phenotype.
Gliomagenesis is characterized by several biological events, such as activated growth factor
receptor signaling pathways, downregulation of many apoptotic mechanisms and unbal‐
ance among proangiogenic and antiangiogenic factors. Several growth factor receptors, such
epidermal growth factor receptor (EGFR), platelet-derived growth factor receptor (PDRGF),
C-Kit, vascular endhotelial growth factor receptor (VEGFR) and others growth factors recep‐
tors, are overexpressed, amplified and/or mutated in gliomas. Features of the glioma cells
are the loss of tumor suppressor genes, which are critical for the cell growth, differentiation
and function.
The TP53 tumor suppressor gene was identified as the main driver of chromosome 17 altera‐
tions in glioblastoma, and further studies indicated that p53 plays a critical role in monitor‐
ing the genome for DNA damage and can control cell cycle arrest to permit DNA repair or
can trigger apoptosis to eliminate the damaged cell [7]. It acts as a transcriptional activator
and it repress the transcription of other genes, such as IL-6, c-fos, c-jun and other oncogenes.
The levels of p53 increase in G1 and S phases of the cell cycle. Cells transfected with the nor‐
mal gene p53 block their growth in G1, suppressing the passage S-phase. The expression of
the p53 gene cause apoptosis (programmed cell death). The effects of its mutation are the
loss of cell cycle regulation, through the inactivation of p16ink-4a, the super expression of cy‐
cline dependent kinase 4 Cdk4 and Cdk6 and of ubiquitin ligase Mdm2 and Mdm4. A simi‐
lar mechanism is created after mutation of retinoblastoma (Rb), a tumor suppressor gene.
Probably, TP53 is a gene responsible for the progression from low-grade to high-grade glio‐
mas, but its mutation is an early event. Many glioma cell lines expressing p53 mutations.
The mutated form of p53 has a crucial role in the regulation of neovascularization. It induces
increased levels of VEGF and FGFβ through an activation of the transcription of the corre‐
sponding genes. The deletion of NFKBIA (encoding nuclear factor of κ-light polypeptide
gene enhancer in B-cells inhibitor-α), an inhibitor of the EGFR-signaling pathway, promotes
tumorigenesis in glioblastomas that do not have alterations of EGFR. Bredel et al. analyzed
790 human GBMs for deletions, mutations, or expression of NFKBIA and EGFR. they stud‐
ied the tumor-suppressor activity of NFKBIA in tumor-cell culture and compared the molec‐
ular results with the outcome of GBM in 570 affected persons. NFKBIA is often deleted but
not mutated in GBM [8].
Epidermal growth factor receptor mutations include amplifications, point mutations and de‐
letions, with the most common alteration being the variant III deletion of the extracellular
domain (EGFR-vIII mutant) [9]. Platelet-derived growth factor receptor and its ligands
PDGF-A and PDGF-B are also commonly over-expressed in some glioma cells, raising the
possibility of autocrine or paracrine activation [10]. Other RTK genes, such as ERBB2, anoth‐
er member of the EGF receptor family, and MET, which encodes the hepatocyte growth fac‐
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tor receptor, have also been found to be mutated in GBMs [9]. RTKs mediate cell growth and
proliferation via downstream effectors such as Ras and phosphatidylinositide-3-kinase
(PI3K). Activity of these proteins is tightly regulated, especially by the tumor suppressors
Nf1 and Pten. The PI3K pathway is another essential survival pathway for a variety of can‐
cer cells. The tumor suppressor Pten (phosphatase and tensin homologue on chromosome
10) negatively regulates the PI3K pathway by dephosphorylating phosphatidylinositol-3,4,5triphosphate (PIP3) back to phosphatidylinositol-4,5-biphosphate (PIP2) [11]. Mutations in
PTEN frequently involve the phosphatase domain, and mutations in PI3K typically involve
the catalytic (p110α) and regulatory (p85α) domains.
Classically, GBM has been described as result endpoint from two main gliomagenesis path‐
ways [12-13]. Primary GBM shows amplification of the EGFR, deletion or mutation of homo‐
zygous cyclin-dependent kinase (CDK) inhibitor p16INK4A/(CDKN2A), alterations in
tumor-suppressor PTEN on chromosome 10, and deletion in the INK4a gene with loss of
p14 and p16 [14-15]. Progression from low-grade to high-grade astrocytomas involves inac‐
tivating mutations of tumor-suppressor gene TP53 and elevated expression of PDGF ligands
and receptors, accumulation of genetic alteration of retinoblastoma-associated cell cycle reg‐
ulatory pathways, including deletion or mutations of cyclin-dependent kinase inhibitor
p16INK4A/(CDKN2A) or the retinoblastoma susceptibility locus 1 (pRB1), as well as ampli‐
fication or overexpression of cyclin-dependent kinase 4 (CDK4) and human double minute 2
(HDM2). Evolution to secondary GBM is associated with deletion of chromosome 10, which
includes tumor-suppressor phosphatase and tensin homologue (PTEN). PTEN phosphatase
were identified as the tumor suppressors lost on chromosomes 19 and 10, respectively. p16
can slow down cell cycle progression, whereas PTEN is a negative regulator of the phos‐
phoinositide 3-kinase (PI3K) pathway, [16] a major signaling pathway that stimulates cellu‐
lar proliferation in response to growth factor stimulation. Interestingly, only 1 copy of the
gene is mutated in the tumors, suggesting that the mutations do not result in a simple loss of
function. The mutation is very specific and leads to a single amino acid change (arginine 132
usually becomes histidine) in the IDH1 active site, whereby the enzyme loses its ability to
catalyze conversion of isocitrate to α-ketoglutarate. It was proposed that this might have an
indirect oncogenic effect through the activation of the hypoxia-inducible factor pathway,
[17] a critical step in the metabolic adaptation of tumors to anaerobic growth and for the for‐
mation of new blood vessels through the angiogenic process.
Recently, attention has been focused on the role of an enzyme, isocitrate dehydrogenase 1
(IDH1), present in cytoplasm and peroxisomes, catalyzing the oxidative decarboxylation of
isocitrate to alpha-ketoglutarate, reducing NADP+ to NADPH. Studies performed with seri‐
ated biopsies from gliomas, revealed that mutation of IDH1 is always found before TP53
mutation or, in case of oligodendrogliomas, before their typical deletions of chromosomes
1p and 19q. Moreover, mutation of IDH1 is quite specific, since it is extremely rare in I grade
gliomas, non glioma brain tumors and in other cancers. Yan et al. studied genetic alterations
of both IDH1 and of its related gene, IDH2. Genomic analysis, showed mutation of amino
acid 132 of IDH1 in over 70% of patients with both low or high grade gliomas, and many of
the cases negative for IDH1 mutations, had mutation involving amino acid 172 of IDH2 [18].
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Studies suggest that mutant IDH1 loses its normal enzymatic activity in tumors while gain‐
ing a new pro-oncogenic activity, leading to the production of an onco-metabolite [18-20].
Other studies characterizing the genomic make-up of human glioblastoma have provided
further insight into the genetic changes, core pathways and molecular subtypes underlying
this disease [20-22]. Based on their gene expression profiles, The Cancer Genome Atlas Net‐
work (TCGA) further classified GBMs into four subtypes termed: proneural, neural, classi‐
cal, and mesenchymal [9]. While the status of gene expression and mutation in EGFR, NF1,
PDGFA, and IDH1 were defining components of these subtypes, it was also found that re‐
sponse to therapies was different for each subtype, suggesting that personalized treatment
based on genomic alterations could lead to a more favorable outcome for this disease [23].

3. Molecular biology of glioma invasion
The cellular and molecular events that initiate and promote malignant glioma development
are not completely understood. Vasculogenesis and angiogenesis potentially play distinct
roles in the etiology of primary and recurrent malignant gliomas, suggesting that patient
therapy should perhaps be tailored specifically against the predominant vasculature path‐
way at a given specific stage of gliomagenesis [24]. Cerebral gliomas show a unique pattern
of invasion and, with rare exceptions, do not metastasize outside of the brain. Invading glio‐
ma cells normally migrate to distinct anatomical structures. These structures include the
basement membrane (BM) of blood vessels, the subependymal space, the glial limitans ex‐
terna, and parallel and intersecting nerve fiber tracts in the white matter. Invasion of tumor
cells into normal tissue is thought to be a multifactorial process, consisting of cell interac‐
tions with ECM and with adjacent cells, as well as accompanying biochemical processes
supportive of active cell movement. Several cell types aim active movement during various
stages of embryonal development, during wound healing, and in the course of immune re‐
sponses. This innate activity is regulated in a very rigid manner, suggesting that the reap‐
pearance of a motile phenotype in cancer cells results from the loss or cessation of normal
inhibitory controls [25]. Critical factors in tumor cell invasion, include the detachment of in‐
vading cells from the primary tumor mass, the synthesis and deposition of ECM compo‐
nents by tumor cells and mesenchymal cells, the release of ECM-degrading activities for
remodeling interstitial space, and the expression of adhesion molecules on glioma cell surfa‐
ces that specifically recognize and adhere to ECM components.
The detachment of invading glioma cells from the primary tumor mass involves several
events, including, destabilization and disorganization of the cadherin-mediated junctions
that hold the primary mass together, loss of expression of neural cell adhesion molecule,
which promotes adhesion to the primary tumor mass through homophilic binding, cleavage
of CD44, which anchors the primary mass to the ECM by the metalloproteinase ADAM.
Cadherin superfamily are important adhesion molecules associated with glioma invasion.
Cadherins (E-, P-, and N-cadherin) form adherent junctions and may function as suppres‐
sors of tumor growth and invasion. Desmosomal cadherins interact heterotypically and pro‐
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vide a linkage to the intermediate filament network through association with cytosolic
proteins (desmoplakin, plakoglobin). Cadherins are linked to the actin-cytoskeleton via cate‐
nins (α-, β-catenin, plakoglobin), thereby establishing molecular lines of communication to
other cell-cell junctions and to cell-substratum junctions [26]. During glioma progression de‐
creased cadherin function is correlated with de-differentiation, metastasis and poor progno‐
sis [27]. Due to its participation in processes such as morphological differentiation and
contact inhibition of growth and motility, cadherins may function as suppressors of tumor
growth and invasion [25]. Perego and co-worker, showed that only glioma cells with imma‐
ture adherens junctions are capable of migrating and invading through poly-1-lysine coated
filters. In the process of maturation of adhesions, the Lin-7 protein forms a complex with
cadherin and β-catenin [28].
The second step is a decline in the expression of connexin 43, which leads to a reduction in
gap junction formation. Connexin 43 is the most abundant gap junction protein in CNS and
is expressed primarily in astrocytes [29]. Cell-cell communication is important in growth
control and differentiation, and it is partly achieved using gap junctions and via second
messengers [30]. Decreased gap junction formation may result in fewer inhibitory signals,
facilitating uncontrolled cell division and de-differentiation [31]. Has been demonstrated
that reduced gap junction formation is correlated with increased motility of glioma cells in
vitro [32]. Increased malignancy of glioma specimens correlates with reduced in situ gap
junction formation as well as reduced connexin 43 expression [33]. The third event is cleav‐
age of CD44, which anchors the primary mass to ECM, by the metalloproteinase ADAM.
CD44 is a transmembrane glycoprotein belonging to the immunoglobulin receptor super‐
family, which interacts with hyaluronic acid as its ligand. Monoclonal antibodies directed
against CD44 decrease intracerebral invasion of glioma cells in vivo and through matrigel
matrices in vitro [34]. CD44 can be cleaved by ADAM 10 and 17, and both the extracellular
and intracellular cleaved components of CD44 promote cell migration [35].
3.1. Integrins
Integrins are heterodimeric transmembrane cell surface receptors that play a key role in the
crosstalk between the cell and its surrounding stroma. Integrins regulate cell adhesion, mi‐
gration, differentiation, proliferation, and survival during physiological and pathological
conditions, including inflammation and cancer. Upon ligation to extracellular ligands (ma‐
trix proteins such as collagens, laminins, vitronectins and fibronectins), integrins activate
downstream signaling pathways in concert with growth factor receptors, including PDGFR,
EGFR and VEGFR. Preclinical data indicate that integrins play a key role in cancer initiation
and progression.
Integrins contain two distinct chains, calls subunit α (alpha) and β (beta). Have been identi‐
fied about 18 α and 8 β subunits. The integrin subunits penetrate the plasma membrane and
typically have very short cytoplasmic domains of about 40-70 amino acids. Outside the plas‐
ma membrane, α and β chains protrude to a length of about 23 nm, the last 5 of which thanks to the termination of each chain formed dall'NH2 - a region used to form bonds to
the ECM. The molecular mass of the subunits of the integrin may range from 90 kD to 160
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kD. The β subunits have 4 cysteine-rich repeat sequences. Both the α subunit β both bind
many divalent cations. There are many ways to classify the integrins. For example, a sub‐
class of the chains α has a structural domain in more inserted at the network termination
NH2, the so-called alpha-domain A. The integrins that possess this characteristic usually
form collagen (α1β1 integrins, and α2β1), or act as adhesion molecules between cell and cell
(β2 integrin family). This domain α-1 is the active site for links to various integrins. Those
who do not carry this domain, however, have a domain A in their active site, but this is in
the β chain. In both cases, the domains A are connected to three active sites consisting of
divalent cations. One of these is permanently occupied by physiological concentrations of
divalent cations, and binds to a calcium ion or magnesium. The other two sites are occupied
by cations when establishing ties - at least for the bonds involving an amino acid, aspartic
acid, typically - in their interaction sites. An amino acid characterized in the active site of the
integrin many proteins ECM, as part of the amino acid sequence Arginine-Glycine-Aspartic
acid. The two main functions of integrins are cell adhesion to ECM and signal transduction
from the ECM to the cell. They interact with two large groups of ligands: a variety of ECM
proteins, such as fibronectin, vitronectin, fibrinogen, and cell surface molecules, that are
members of the immunoglobulin supergene family, such as intracellular adhesion molecules
(ICAM-1, ICAM-2) and vascular cell adhesion molecule (VCAM-1). In particular, the integ‐
rin ανβ3, which binds to fibronectin, vitronectin, and tenascin-C in ECM, is thought to play
a central role in glioma invasion [36]. Increased expression of integrin ανβ3 leads to in‐
creased motility in human glioma cells with a concomitant decrease in apoptosis sensitivity.
Integrins combine the ECM out of the cell to the cytoskeleton (in particular microfilaments)
within the cell. What site can bind the ECM is usually decided by the integrin α and β subu‐
nit which is composed of the same integrin. Bonds between the integrin are fibronectin, vi‐
tronectin, collagen, and laminin. The connection between the cell and the ECM makes the
cell able to withstand the forces tie rods without being thrown out of the ECM. The connec‐
tions between the integrin and the links in the ECM and microfilaments inside the cell are
indirect: they are connected by proteins "armor" as talin, paxillin, and alpha-actinin. These
act by regulating the kinase such as FAK (focal adhesion kinase - focal adhesion kinase) and
the family of Src kinases to phosphorylated substrates such as the p130CAS or recruiting
signal adapters such as Crk. The connection of the cell to the extracellular matrix is a basic
requirement to form a multicellular organism. Integrins link the cytoskeleton to the extracel‐
lular matrix, and are recognized to be key regulators of tissue structure. They provide adhe‐
sive, migratory, and survival cues to tumor cells and to cells of the tumor
microenvironment, including angiogenic endothelial cells. The integrins ανβ3 and ανβ5,
among others, are highly expressed not only on the tumor vasculature and angiogenic endo‐
thelial cells, but also on tumor cells, including gliomas. Consequently, integrins have been
considered as a promising therapeutic target in cancer. Monoclonal antibodies and peptidebased integrin inhibitors are being investigated for their potential therapeutic activity in var‐
ious tumor types. This strategy is in advanced stage clinical development in glioblastoma, a
highly vascular primary brain tumor [37].
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The malignancy of glioma is dependent on diffusive properties of tumor cells that may in‐
vade widely as single cells anywhere in the brain. Integrins are the family of adhesive recep‐
tors that promote invasiveness of glioma. These heterodimeric transcellular membrane
receptors are composed of two subunits, α and β, and are the major receptors for the ECM
proteins. Immunohistopathological studies revealed an upregulation of α2β1, α3β1, α5β1,
α6β1, and αvβ3 integrins on GBM when compared with normal brain [38].
Glioblastoma commonly displays enhanced expression of several integrins along with their
ECM ligands: αvβ3 and αvβ5 (tenascin and vitronectin receptors), α5β1 (fibronectin recep‐
tor), α2β1 (collagens receptor), and α3β1, α6β4, and α6β1 (laminins receptors). Numerous
studies have focused on the αv integrin family. The integrins αvβ3 and αvβ5 are markers of
glioblastoma malignancy and influence a variety of processes in glioblastoma progression in
vivo, including proliferation, apoptosis, and angiogenesis. Furthermore, cilengitide, an αvβ3
and αvβ5 integrins antagonist, extends mouse survival by delaying the tumor growth and is
nowadays in clinical trial for recurrent malignant glioma. Two other integrins, α5β1 and
α3β1, have been shown to be implicated in glioma cell adhesion and migration in vitro. The
α6 integrin subunit associates with β1 or β4 subunits to form functional heterodimers that
selectively bind laminins. The α6β4 integrin is essential for the organization and mainte‐
nance of epithelial hemidesmosomes that link the intermediate filaments with the extracellu‐
lar matrix. The major ligand of α6β4 is the laminin-332, while α6β1 is a well-characterized
laminin-111 receptor. Overexpression of α6β1 integrin has been associated with the progres‐
sion of many epithelial tumors. Several studies concerning gliomas and the α6β1 ligand
laminin-111 have been reported in the literature. Using immunohistochemistry studies,
Gingras et al. showed that α6 integrin was strongly expressed in glioblastoma tissue, where‐
as it was weakly expressed in normal brain [39]. Previtali et al. confirmed that the expres‐
sion of α6 was increased in glioblastoma and in other central nervous system tumors, such
as meningioma, astrocytoma, and neuroblastoma, when compared with the autologous nor‐
mal tissue counterpart [40]. In glioblastoma biopsies, laminin-111 is highly expressed on tu‐
mor blood vessels, but also within the brain tumor as punctuate deposits and at the tumor
invasion front. In vitro, glioma cells can both secrete laminin-111 and induce its expression
in normal brain tissue. Moreover, laminin-111 is one of the most permissive substrates for
adhesion and migration of glioma cells in vitro. Additionally, over laminin-111, migrating
glioma cells are protected from apoptosis [41].
In malignant glioma, and in particular in GBM, overexpression of αvβ3 integrin is well
documented. The integrin αvβ3, which binds to fibronectin, vitronectin, and tenascin-C in
ECM, is thought to play a central role in glioma invasion [36]. Increased expression of integ‐
rin αvβ3 leads to increased motility in human glioma cells with a concomitant decrease in
apoptosis sensitivity. Importantly, αvβ3 integrin is expressed both on angiogenic endothe‐
lial cells and on tumor cells. Conversely, inhibition of integrin αvβ3 decreases glioma cell
motility [42]. Several factors expressed in glioma cells have been found to regulate integrin
expression. Particularly, uPA secreted by glioma cells has been shown to upregulate integrin
αvβ3 expression by autocrine mechanism [43]. Furthermore, decreasing the in vivo expres‐
sion of the β1 subunit by an antisense strategy in the intracranial C6 glioma model leads to
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an inhibition of glioma associated angiogenesis at the invasive edge of the tumors [44].
Down-regulated β1 integrin protein levels in vivo probably affect interactions of glioma
cells with ECM components, leading to reduced migration along vascular basement mem‐
branes. The integrin α6β1 plays an important role for the regulation of glioma-initiating cells
in the perivascular niche. This integrin mediates the interaction of glioma-initiating cells to
laminin, an extracellular matrix protein expressed in basement membranes, including those
supporting endothelial cells. This interaction provides an anchorage for glioma-initiating
cells within the perivascular niche and supports their tumorigenic potential [37].
Brown et al. evaluate the role of α9β1 integrin interaction with nerve growth factor
(NGF) in glioma progression, they selected the two most malignant glioblastoma cell
lines: LN229, which expresses α9β1, and LN18,in which does not. Presence of the α9 in‐
tegrin subunit on LN229 and absence on LN18 cell lines were verified using several as‐
says such as monoclonal antibody adhesion microarray, Western blot analysis of cell
lysates, flow cytometry, and immunocytostaining [38]. Very high expression of the α9 in‐
tegrin subunit was observed only on the LN229 cell line. Western blot analysis, using
polyclonal anti-α9 antibody, showed the absence of this integrin subunit on normal astro‐
cytes. The expression of α9β1 integrin on LN229 and lack of it on LN18 was confirmed
by flow cytometry and immunocytostaining analysis. The investigation of cellular re‐
sponses following binding of NGF to α9β1 integrin on LN229 and LN18 cells required
evaluation of the level of two other NGF receptors, TrkA and p75NTR. Western blot analy‐
sis of cell lysates and immunocytostaining revealed negligible expression of TrkA on
both types of cells, and a stable expression of p75NTR in comparison with PC12 neuronal
cells used as a positive control. Interestingly, the level of p75NTR appeared to be lower on
LN18 cells, which are α9β1 integrin deficient, than on LN229 cells, which are α9β1 integ‐
rin positive. This correlation was previously observed in the mRNA level of SW480 cells
transfected with α9 integrin subunit. Cells transfected with the α9 subunit showed a po‐
tent increase of p75NTR, whereas mock-transfected cells had a significantly lower expres‐
sion of this NGF receptor. The opposite situation occurred for TrkA, suggesting that this
specific high affinity NGF receptor has a functional complementary association with α9β1
integrin. Several factors expressed in glioma cells have been found to regulate integrin
expression. Glioma expression of focal adhesion kinase, a nonreceptor cytoplasmic tyro‐
sine kinase, has been shown to increase phosphorylation of the enhancer of filamentation
1, which in turn stimulates PDGF-mediated stimulation of glioma integrin adhesion to
ECM [45].
3.2. Proteases
Extracellular proteolytic enzymes are critical for the invasive properties of malignant neo‐
plasms [46]. Barrier to invasion do not appear as restrictive within CNS parenchyma and
matrix substrates most responsible for impeding tumor migration have not been identified
[47]. Nonetheless, there is a strong evidence that the expression of specific extracellular ma‐
trix proteases promotes invasive behavior by gliomas. These include the matrix metallopro‐
teinases (MMPs), the urokinase-dependent plasminogen activating cascade, and cathepsin
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B. Wild-Bode et al. [48] found that MMP-2 and MMP-3 levels and MMP-2/MMP-9 activity
correlated with glioma cell migration and invasion. NF-jB, uPA, low-density lipoprotein re‐
ceptor-related protein 1, and insulin-like growth factor binding protein-2 are known to upre‐
gulate MMP expression. Induced expression of tissue inhibitor of metalloproteinases-3
(TIMP-3), a putative inhibitor of MMP activity, has been shown to suppress infiltration and
also to induce apoptosis in cancer cell lines. MMPs play an important role in human brain
tumor invasion, probably due to an imbalance between the production of MMPs and tissue
inhibitor of metalloproteinases-1 (TIMP-1) by the tumor cells. MMP-1 is the crucial enzyme
able to initiate breakdown of the interstitial collagen types; in this way, it activates the other
MMPs, which allows the glioma cells to infiltrate normal brain tissue.
Matrix metalloproteinases comprise a large family of zinc-dependent endoproteinases, col‐
lectively capable of degrading all ECM components. A total of 23 families of MMPs are
known and these are numbered in the sequence of their discovery [49]. Originally, MMPs
were classified according to their respective substrate specificity, now they are divided into
eight structural subgroups, five of which are secreted and three of which are transmem‐
brane MMPs. A signal peptide leads them to the secretory pathway. Then, these enzymes
can be secreted from the cell or anchored to the plasma membrane, thereby confining their
catalytic activity to the extracellular space or to the cell surface, respectively. Their function
is to degrade different protein components of the ECM and of basement membranes, there‐
fore they are essential for the interaction of individual cells with their surrounding and for
the development and function of multicellular organisms [50]. Between the various sub‐
strates of MMPs we include collagens, non collagens glicoproteins, proteoglycans and other
ECM components like tenascin, fibronectin and laminin, which often show tumor specific
expression are also substrates [51]. The proteolytic activities of MMPs influence essential cel‐
lular processes like cell proliferation, migration and adhesion, as well as many fundamental
physiological events involving tissue remodeling, such as angiogenesis, bone development,
wound healing, and uterine and mammary involution [52]. However, the increasing expres‐
sion of this enzymes is associated with many pathological conditions [53-54] such as rheu‐
matoid arthritis, cardiovascular diseases or cancer progression [55]. MMP expression and
activity can be regulated at different levels including gene transcription, proenzyme activa‐
tion and endogenous inhibition, which act in a coordinated manner to confine the diverse
MMP proteolytic activities to those conditions and locations where they are necessary. Un‐
fortunately, these restrictive regulatory mechanisms are frequently lost in multiple patho‐
logical conditions [56]. MMPs expression is induced by different factors like EGF, TGF-β,
PDGF, and various inflammation’s mediated, included TNFα and IL-1β.
MMPs or matrixins are synthesized as zymogens, inactive pro-enzymes (pro-MMPs), with
the zinc ion, essential for MMP activity, hidden by a cysteine-sulphydryl residue situated
near the C-terminal end of the peptide. The pro-enzyme’s activations starts breaking the in‐
teraction cysteine-zinc exposing, in this way the catalytic site. The fully active enzyme is
generated by proteolytic cleavage of the pro-peptide domain of the partially active inter‐
mediate enzyme [50]. Once active, MMPs are regulated by interactions with endogenous in‐
hibitors including α2-macroglobulin, thrombospondin-2, tissue inhibitors of metallopro-

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

teinases (TIMPs) and RECK (reversion-inducing cysteine-rich protein with kazal motifs)
[49]. Numerous studies have investigated the expression of selected MMPs in human GBM
cell lines. As it has already been reported that there are differences in the expression pat‐
terns of MMPs in different cell-lines [57]. A number of different techniques have been used
to detect protease expression patterns. This may have led to dissimilar conclusions, due to
disparate sensitivities and due to comparing mRNA expression with protein expression or
protein activity. Variations in MMP expression may be due to in vitro selection processes or
karyotype evolution, where the transcription of either the enzyme and/or its inhibitor may
be affected which ultimately leads to an imbalance in the MMP-regulatory network [57].
MMP-9’s production is dependent on a regulation by extracellular signal-regulated kinase
(ERK), PKCα/NF-κB and jun amino-terminal kinase (JNK) signaling cascades. Glioblastomas
are highly hypoxic and hypoxia upregulates MMP-2 mRNA expression in U87, U251, U373
and LN18 glioblastoma cell-lines by activation of the HIF-1α transcription factor, thereby en‐
hancing their invasive potential. Migration and invasion of U87 and T98G GBM cells is also
facilitated by NO, which can be found in high concentrations in glioblastoma tissue. NO
stimulates MMP-1 expression and activity. EGF raises MMP14 expression in U251 cells, but
does not influence MMP-15, -16 or MMP-24. MMP-2 expression and secretion is induced by
IL-6 in U87 cells. However, IL-6 action seems to be cell-line specific, since U343 cells were
not affected [57].
The inflammatory cytokine TNF-α and the immune-suppressive cytokine TGF-β have been
implicated in migration and invasion of glioma cells in vitro. In U251 and in U373 cells,
TNF-α stimulated the expression of MMP-9 and MMP-19. MMP-1 mRNA expression was
significantly increased in U373 cells by TNF-α, whereas its expression in U251 cells re‐
mained unaffected. This may be due to the high basal level of MMP-1 expression displayed
by U251 cells, where a further increase is not possible, or else it could also be a cell- line spe‐
cific effect. Such an effect has been observed for MMP-1, -2, -3 and MMP-7 regulation by
TNF-α and TGF-β1, which only caused a marked induction of expression in some GBM celllines. TNF-α enhances the invasiveness of T98G cells through an induction of MMP-3, but
has no effect on MMP-1, -2 or MMP-9. However, in U251 cells TNF-α inhibits MMP-2 and
decreases invasiveness into the extracellular matrix. In A172 cells, TNF-α induces gene ex‐
pression and protein secretion of MMP-9. TGF-β1 alone had no effect on MMP-9 production.
However, when it was added together with TNF-α a significant dose-dependent inhibition
of MMP-9 secretion was observed. TGF-β1 displayed inconsistent effects on adhesion and
invasiveness, depending on the cell-line examined. The invasive potential of U138 cells was
markedly reduced, whereas U373 cell invasion remained unchanged. TGF-β1 caused a sig‐
nificant induction of MMP-11 and MMP-24 expression in U373 cells, whereas there was no
impact on MMP expression in U251 cells. In U87 and LN229 cells, TGF-β upregulates
MMP-2. Thus, the transcriptional modulation of MMP genes in response to TNF-α or TGF-β
is not consistent, but extremely cell-line specific [57]. Elevated levels of several MMPs were
also found in malignant glioma tissue samples. MMP-1 expression was increased in surgical
specimens of GBM compared to low grade astrocytomas and normal brain. This increased
expression is probably due to a single nucleotide polymorphism in the MMP-1 promoter at
position-1607, creating a functional binding site for members of the ETS family of transcrip‐

49

50

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

tion factors. MMP-1 was expressed throughout the tumor section, particularly in the highly
cellular areas of the GBM [57]. Many studies have demonstrated an intimate association be‐
tween MMP-9 and tumor invasiveness. Different analyses for MMP-9 were negative in NB
tissue, showed weak signals in LGA and strong expression in GBM [57]. MMP-9 is strongly
expressed in blood vessels at proliferating margins, as well as tumor cells, this suggests a
role in the regulation of tumor neoangiogenesis [58]. Other proteases that could be related
with the development of highly invasive glial tumor are MMP-11, MMP-12, MMO-14,
MMP-15, MMP-19, MMP-24, MMP-25.
A second proteolytic system that interfaces with MMPs is the urokinase pathway of plasmi‐
nogen activation. This system includes urokinase (also known as urokinase-type plasmino‐
gen activator, uPA), the urokinase receptor (uPAR), and plasminogen. Urokinase is secreted
as a single chain, inactive proenzyme that is activated by cleavage upon binding to its cell
surface receptor uPAR. Activated uPA then converts plasminogen into plasmin, a serine
protease that promotes cellular migration by the degradation of extracellular matrix pro‐
teins, activation of other matrix proteases and activation of cell surface receptors that trans‐
duce intracellular signaling for migration. Plasmin activates protease activated receptor 1
(PAR1), which is normally expressed in human astrocytes, is activated in many malignan‐
cies including GBMs, and is associated with increased invasive properties [59]. Thus, uPA
and plasminogen activation can occur in the immediate vicinity of the cell membrane or, fol‐
lowing cleavage of the uPAR GPI anchor, at greater distance in the extracellular matrix. An
important biologic regulator of this cascade is plasminogen activator–inhibitor 1 (PAI1),
which promotes the internalization of uPA bound uPAR [60]. uPAR has roles in cellular mi‐
gration distinct from its ability to activate plasminogen though its interactions with integ‐
rins, signaling through G-protein coupled receptors, and caveolin binding [61]. There is a
convincing correlative relationship between uPAR and uPA expression and malignant pro‐
gression in a variety of tumor types [62]. Both neoplastic cells and stromal cells contribute to
the overall activity of these pathways. In co-cultures of malignant gliomas and reactive as‐
trocytes, most uPA and uPAR activity was derived from reactive astrocytes, whereas plas‐
minogen was expressed in largest amounts by glioma cells [63]. Levels of uPA mRNA and
its enzymatic activity are higher in human anaplastic astrocytomas and GBMs than in low
grade astrocytomas and normal human brain and uPA mRNA levels have an inverse corre‐
lation with survival periods [64]. uPAR levels are significantly higher in GBMs and anaplas‐
tic astrocytomas that normal brain and low grade gliomas, with uPAR mRNA localizing to
both glioma cells and endothelial cells [65]. The finding of uPAR expression at the leading
edge of neoplastic infiltration and within remodeling hyperplastic blood vessels suggested
that it may be playing a role in invasion and tissue remodeling. mRNA levels of both uPA
and uPAR genes are increased in high grade gliomas possibly suggesting increased gene
transcription [66]. In the CNS, reactive astrocytes in the vicinity of invading gliomas appear
to contribute for a substantial proportion of extracellular MMP activity, both by their secre‐
tion of pro-MMP2 and the components of the plasminogen activating system, uPA and uP‐
AR [63]. Reactive astrocytes have also been shown to promote the invasive capabilities of
glioma cells in vitro, presumably resulting from enhanced extracellular MMP-2 activity.
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The cathepsins are a family of lysosomal cysteine proteases. These proteases are synthesized
as inactive pro-enzymes that are activated by autocatalytic activity initiated by low pH or by
other proteases including cathepsin D, uPA, and pepsin. Natural regulators of cathepsins
are the cystatins, which are critical, in their inhibitory properties. Cathepsins are secreted in‐
to the extracellular space where they degrade extracellular matrix components required for
invasive properties in neoplastic disease. Best studied for their roles in glioma tumorigenesis
and invasion are cathepsins B, D, H, L, and S. Each of these cathepsin subtypes have higher
protein levels in high grade astrocytomas than low grade tumors or normal brain and enzy‐
matic activities, in general, correlate with protein expression [67-68]. The role of cathepsins
in tumor invasion has been supported by the finding that tumor cells at the invading edge
of gliomas express high levels of cathepsins, especially cathepsin B [69]. In addition, protein
and enzymatic levels of cathepsins B, D, L, H, and S were found to correlate with the ability
of glioblastoma cells to migrate in vitro. Once in the extracellular compartment, cathepsin B
physically interacts with a protein complex at the outer cell membrane containing annexin
II, p11, tPA and plasminogen [70]. Its close proximity to both the plasminogen activating
cascade and MMPs is critical for regulation of their combined proteolytic functions. Upon
activation, cathepsin B has its own proteolytic activity on extracellular matrix components,
but also activates the cascade to convert plasminogen to plasmin and is able to activate se‐
lected MMPs [71].
3.3. Extracellular matrix
The ECM affects numerous functions and processes within the brain. During brain develop‐
ment, the ECM modulates the migration of glial and neuronal precursor cells, guides axonal
growth cones, synapse formation and cell proliferation. The roles played by the ECM in neo‐
plastic transformation are complex and only now beginning to be uncovered. ECM is a com‐
plex network of different collagens, proteoglycans, hyaluronic acid, laminin, fibronectin,
and many other glycoproteins, including proteolytic enzymes involved in degradation and
remodelling of the ECM [72]. Extracellular matrix exists in two forms: interstitial matrix that
fills in the intercellular space and the more specialized BM, which is a thin sheet of extracel‐
lular matrix underlying the epithelium. ECM provides the microenvironment for the cells
and serves as a tissue scaffold, guiding cell migration during embryonic development and
wound repair. Integrins are a class of adhesion molecules that have a major role in the adhe‐
sion and subsequent invasion of tumor cells. ECM proteins such as fibronectin, laminins or
collagens form distinct protein networks that show tissue-specific variation in composition
and architecture. Cell responses to contact with these networks depend on the cell’s reper‐
toire of ECM receptors. Connections from the matrix through these receptors determine the
organization of cytoskeletal structures and the localization and activation of signaling mole‐
cules leading to unique tissue specific cell functions. Changes in these ECM components are
felt to modulate brain tumor growth, proliferation and invasion, although specific interac‐
tions and exact mechanisms are unknown. Cell adhesion is the binding of the cells to each
other and to the ECM through cell adhesion molecules such as integrins, selectins, cadher‐
ins, the Ig (immunoglobulin) superfamily and lymphocyte homing receptors. Cell adhesion
mediates cell attachment, migration, and signalling to and from the extracellular matrix. Ad‐
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hesion complexes include focal adhesions, adherens junctions, tight junctions, desmosomes,
hemi-desmosomes, and gap junctions. The best characterized adhesion molecules are the in‐
tegrins and the best characterized adhesion complexes are focal adhesions. The extracellular
ligands that anchor these adhesions include laminin, fibronectin, vitronectin, and various
collagens. Focal adhesions can be considered both as sensors of force and as sites that origi‐
nate cytoskeletal forces through anchored actin-microfilament bundles. Focal adhesions
have many SH2-containing components (Src kinases, PI3K, SHP-2), as well as many tyro‐
sine-phosphorylated molecules (focal adhesion kinase paxillin, tensin, caveolin).
Syndecans are a family of transmembrane heparin sulphate proteoglycans with four mem‐
bers, syndecans 1 to 4. Syndecans function mainly as co-receptors by binding to their ECM
ligands in conjunction with other receptors, notably integrins. Through their heparin sul‐
phate side chains, syndecans may further engage directly in ligand binding. Dystroglycans
are heterodimeric complexes consisting of non-covalently associated α and β subunits with
extracellular ligand-binding and transmembrane functions, respectively. Dystroglycans are
a part of the larger dystrophin-associated protein (DAP) complex that connects basement
membranes to the cytoskeleton, particularly via α2 laminins and perlecan. Ig superfamily
members consist of immunoglobulin-like and fibronectin type III domains involved in ho‐
mophilic and heterophilic cell–cell adhesion. The superfamily includes a variety of cell ad‐
hesion molecules (CAMs) with distinct ligand-binding specificities, including ICAM
(intercellular), NCAM (neural), Ep-CAM (epithelial), L1-CAM, VCAM (vascular), ALCAM
(activated leukocyte), and JAM (junctional adhesion molecule), among others. Cadherins are
transmembrane proteins consisting of several tandemly repeated cadherin domains that me‐
diate calcium-dependent homophilic cell-cell contacts. The cadherin superfamily comprises
a total of more than 100 different members, with E- (epithelial) and N-cadherin (neural)
most widely expressed in epithelial and neural tissues, respectively [73].
By convention, ECM components are biochemically classified fibrillar proteins (collagens),
glycoproteins (laminins, fibronectin, tenascins), and several classes of proteo- glycans (hep‐
aran sulfate-, chondroitin sulfate-, dermatan sulfate-, and keratan sulfate proteoglycans).
The latter mainly consist of large glycosaminoglycan (GAG) chains, covalently linked to ex‐
tra- cellular or membrane bound core proteins. In contrast to other tissues, the ECM in the
CNS lacks fibrillar proteins under physiological conditions. Instead the neural ECM is rich
in glycoproteins and proteoglycans. It has been estimated that the neural ECM makes up
about 20% of the CNS parenchyma [74]. The brain ECM is mainly deposited by astrocytes
and oligodendrocytes and comprises an estimated 20% of the brain volume in adults. The
main ECM components are hyaluronic acid (HA), tenascin R, and lecticans, which intercon‐
nect with each other noncovalently and form molecular networks filling the intercellular
space. HA is a non-sulphated, linear, high-molecular weight glycosaminoglycan which, due
to its water-binding capacity, controls the high water content of the brain interstitium. Be‐
sides tenascins and lecticans, HA binds to cell surface receptors including CD44 and
ICAM-1, which together contribute to both ECM organization and cell-matrix interaction. It
represents the major component of neuropil ECM and is widely distributed in the adult and
embryonic brain. Malignant gliomas contain higher amounts of HA than low-grade gliomas
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in situ and in vitro, while the perivascular location in glioma biopsy suggests additional
production by vascular stromal cells [75].
The tenascins (TN) are a family of large multimeric ECM proteins consisting of repeated
structural modules including heptad repeats, epidermal growth factor (EGF)-like repeats, fi‐
bronectin type III repeats, and a globular domain shared with the fibrinogens. The TN are
presumably involved in the morphogenesis of many organs and tissues [76-77]. The original
tenascin discovered was TN-C, partially because of its overexpression in tumours and, infer‐
ring from cell biological studies, it has been proposed as an adhesion-modulating protein
[77]. TN-C (also called neuronectin, brachinectin, myotendinous antigen, hexabrachion, glio‐
ma-mesenchymal extracellular matrix antigen, cytotactin, J1 protein, GP250 protein) has a
characteristic hexabrachion structure, with as many as six arms linked to a central knob
formed by disulfide bonding of cysteines in the NH2-terminal ends of polypeptides. TN-C
initially appears during embryonic neural crest cell development, and it is present during
brain and spinal cord organogenesis, being correlated with developmental phenomena such
as cell proliferation, migration, and ECM remodelling. In addition, TN-C is transiently
present in the dense mesenchyma surrounding several developing organs and tissues, in‐
cluding the nervous system [76-77]. Enhanced TN-C expression was detected among tu‐
mour cells, around individual cells as a fibrillary network, and around vascular channels
[78]. A direct relation between the presence of TN-C and the degree of malignancy of glio‐
mas has been reported, being TN-C reported to be expressed 5-fold higher in GBM as com‐
pared with AA and 10-fold higher as compared with juvenile pylocitic astrocytoma [79-80].
Endothelial cells in vitro attach to TN-C substrata, where they elongate, extend, and have
interconnecting process. These features are lacking when endothelial cells growth on other
matrix proteins, such as fibronectin, collagen, or laminin. The attachment of endothelial cells
to TN-C is mediated by annexin and integrins, including ανβ3 integrin, which is required
for angiogenesis [79-81]. Tenascin R, another brain-specific member of the tenascin family, is
a homotrimer with both lectican and integrin binding sites forming an adhesion bridge be‐
tween the ECM and cells. Lecticans comprise a family of chondroitin sulphate proteoglycans
with four members (brevican, versican, neurocan, and aggrecan), whereby brevican and
neurocan are brain-specific. Lecticans contain HA and tenascin R binding sites and thus act
as link molecules in protein–proteoglycan–glycosaminoglycan networks. Compared with
peripheral interstitial tissues, a distinctive feature of the brain ECM is the absence of fibrillar
collagen networks, which results in a low stiffness of the brain parenchyma. In a restricted
expression pattern, fibrillar collagens I and III are, however, deposited by leptomeningeal
cells, pericytes, and smooth muscle cells in blood vessels and the brain meninges, including
the pia mater.
Fibronectin (FN) is a member of a family of glycoproteins that show many biological func‐
tions, including normal cell adhesion, growth, and migration. FN is involved in many cellu‐
lar processes, including tissue repair, embryogenesis, blood clotting, and cell migration/
adhesion. Both decreased expression and elevated degradation of FN have been shown to be
responsible for some of the morphological changes observed in tumors and tumor-derived
cell lines. As a peripheral protein, FN mainly acts as a bridge to link the cell surface and
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ECM. Therefore, the absence or reduction of FN in tumor cells may reduce the adhesion be‐
tween tumor cells and matrix components, and decrease the matrix's control of cell differen‐
tiation, proliferation, and migration. As a major protein in blood and as component of the
wound provisional matrix, plasma FN contributes to tissue repair and neuronal survival fol‐
lowing cerebral ischemia [82]. Fibronectin structure is rod-like, composed of three different
types of homologous, repeating modules, types I, II, and III. These modules comprise func‐
tional domains that mediate interactions with other ECM components, with cell surface re‐
ceptors and with FN itself. Twelve type I modules make up the amino-terminal and
carboxy-terminal region of the molecule, and are involved mainly in fibrin and collagen
binding. Only two type II modules are found in FN. They are instrumental in binding colla‐
gen. The most abundant module in FN is type III, which contains the RGD-FN receptor rec‐
ognition sequence along with binding sites for other integrins and heparin. Depending on
the tissue type and/or cellular conditions, the FN molecule is made up of 15-17 type III mod‐
ules. In addition, there is a module that does not fall into any of these categories, called II‐
ICS. This module, along with EDB and EDA is regulated through alternative splicing of FN
pre-mRNA. FN is an important component in the ECM of gliomas, largely in the vessel wall
[83]. Expression of FN has been characterized in human GBM and in a number of astrocyto‐
ma and glioblastoma cell lines. In a study of pediatric GBM, a marked positive staining of
FN in walls of small and medium size vessels was demonstrated. FN expression was seen in
perivascular sheets, where it looked like a fine irregular network [83]. Knott et al. found that
when normal brain tissues were invaded by glioma, ECM components such as LN, FN, and
collagen type IV may are available and that tumor cells may express specific integrins, de‐
pending on the change of the interior environment, to interact with these ECM components,
and enhance tumor cell invasion [84]. In vitro experiments have proven that components of
ECM, LN and FN, can strongly stimulate the migration of glioma cells, which occurs after
glioma cells express the relevant surface receptors [85]. Although there are many in vitro
and in vivo models for FN-promoted invasion and transmigration [85], the uniqueness of
these findings may be attributed to interaction between tumor cells and vascular endothelial
cells (VECs), as changes of tumoral microenvironment molecules can affect tumor status and
progression. Recently it has been demonstrated that FN expression is correlated with glioma
migration and glioma malignancy [86]. More recently, FN has been reported to mantain ex‐
tracellular matrix rigidity to promote structural rigidity, motility, and proliferation of estab‐
lished glioma cell lines in vitro [87]. The inhibition of FN expression in glioma cells, using
short hairpin RNA-mediated silencing of gene expression, delayed cell proliferation in vitro.
This delayed growth is explained, in part, by the observed reduced expression of integrin ß1
FN receptor, which was restored by the inhibition of proteosomal activity [88].
LM are a group of adhesion structural glycoproteins found in all BM as an integral part of
the glia limitans externa [89]. LM the first neurite outgrowth promoting ECM identified is
an adhesion glycoprotein associated with the development and regeneration of neuroecto‐
dermal tissues [89]. LM is distributed beneath vascular endothelial cells, around vascular
smooth muscle cells, in the glia limitans, and beneath choroid plexus epithelial cells and
plays a role in migration, neurite outgrowth, proliferation, and differentiation [90]. LM con‐
stitute the preferred substrate for growth of astrocytes and neurons, and have been found in
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all BM and in hyperplastic blood vessels in gliomas, gliosarcomas, and meningiomas [89].
Reactive astrocytes in situ, glioma cells in situ, as well as glioma cells lines, have been re‐
ported to express LM. Variants of LM may be expressed by astrocytes or neurons under dif‐
ferent situations which adds to the complexity of the function and regulation of these large
molecules in the CNS [91].
Type IV collagen (C-IV), the principal collagenous constituent of most BM, is mainly present
in capillaries and large blood vessels. C-IV is associated with laminin, entactin, and the hep‐
aran sulphate proteoglycans perlecan. C-IV is found in areas of the normal brain, such as,
beneath vascular endothelial cells, around vascular smooth muscle cells, in the glia limitans,
and beneath choroid plexus epithelial cells. GBM cells are able of synthesising C-IV in vitro
[72]. Bjerkvig et al. [92], demonstrated that C-IV was strongly expressed in tumour sphe‐
roids from rat glioma cell lines BT4C. In vitro the presence of C-IV in tumour vessels has
been used to demonstrate vascular abnormalities in gliomas, such as BM duplication and
disruption, as well as increased vascular density [93]. Recent studies have shown that GBM
cells around areas of vascular proliferation, are also able to synthesise C-IV localised to the
subendothelial BM of blood vessels [72].

4. Angiogenesis
Physiological angiogenesis, the formation of new blood vessels from pre-existing ones, is a
strictly regulated fine-tuned process. The local balance between inducers and inhibitors of
angiogenesis is critical in determining the generation or not of new vessels. Whenever this
balance is perturbed pathological, uncontrolled, excessive angiogenesis occurs. Angiogene‐
sis is a process that plays an essential role in cancer development. Coagulation and inflam‐
mation also play an important role in tumorigenesis. Their expression is controlled by overor under-expression of certain genes [94]. Although a plethora of molecules can act as
inducers of angiogenesis such as acidic fibroblast growth factor (aFGF), basic fibroblast
growth factor (bFGF), transforming growth factor alpha and beta (TGF-a and -h), tumor ne‐
crosis factor alpha (TNFα) and interleukin-8 (IL-8), the major growth factors specific for vas‐
cular endothelium include members of the vascular endothelium growth factor (VEGF) and
angiopoietin families, and at least one member of the large ephrin family.
Angiogenesis is believed to be the primary method of vessel formation in gliomas. Malig‐
nant gliomas are characterized by extensive microvascular proliferation. Neovascularization
in brain tumors correlates directly with their biological aggressiveness, degree of malignan‐
cy and clinical recurrence and inversely with the post-operative survival of patients affected
by gliomas. Among all solid tumors, GBM has been reported to be the most angiogenic by
displaying the highest degree of vascular proliferation and endothelial cell hyperplasia.
Such intense vascularization might be responsible for the peritumoral edema, one of the
pathological features of GBM [95]. The presence of endothelial glomeruloid-like prolifera‐
tion and of positive immunoreaction at level of BM of tumor vascular channel are predictive
of active tumor invasiveness [83]. Diffuse astrocytomas tend to progress from grade II to
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grade III tumors with a time interval of several years, whereas, progression of grade III to
grade IV is more rapid, typically 2 years. Primary and secondary GBMs are morphologically
indistinguishable and show their histologic hallmarks, i.e., “glomeruloid” microvascular
tufts and necrosis. Glioma vasculature is structurally and functionally abnormal and it cor‐
relates and leads to vasogenic edema, increased interstitial pressure, and heterogeneous de‐
livery of oxygen and drugs [96].
Neoangiogenesis may be quantified post-operatively in brain tumors by the evaluation on
surgical samples of the so-called microvessel density (MVD), which reflects the number of
vessels per mm2 within representative histological sections. Specifically, MVD is assessed in
formalin-fixed and paraffin-embedded tissue sections through standard immunohistochem‐
istry; in detail, the vessels present in the histological sections are preliminarly highlighted
with peroxidase-conjugated antibodies against endothelial markers and then they are count‐
ed at light microscopy. Antibodies against several endothelial markers, such as Factor VIII,
CD31, CD34 and endoglin, may be used for the quantification of MVD, with different sensi‐
tivity and specificity. For instance, following the use of antibodies against pan-endothelial
markers (Factor VIII, CD31, CD34), all the vessels present in the histological section are
stained, with no distinction between pre-existing and newly-formed vessels [97]. As a conse‐
quence, pan-endothelial cannot be considered as optimal markers for the quantification of
neoangiogenesis. In contrast, endoglin (CD105), a 180-kDa transmembrane homodimeric
glycoprotein that belongs to the TGF receptor complex [98], appears as an endothelial mark‐
er which more specifically allows the detection of vessels related to neoangiogenic process
in brain tumors [97, 99-101]. Indeed, this protein is predominantly expressed by the cycling
endothelial cells in the vessels of tumors [102]; even more the antibody against endoglin pre‐
fentially binds the activated endothelial cells of peri- and intra-tumor vessels that are actual‐
ly involved in tumor neoangiogenesis, while a negative/weak immunoreaction for endoglin
is evidenced in the vascular endothelium of normal tissues [97, 102]. Besides, in comparative
studies, antibodies against endoglin have been demonstrated to be more specific in the de‐
tection of newly formed vessels in meningiomas [97], as well as in astrocytic [100] or oligo‐
dendroglial [101] neoplasias in comparison to those binding pan-endothelial markers. In
addition, when MVD was assessed by using endoglin as a marker of angiogenesis, it ap‐
peared to be significantly correlated to the growth fraction and histological grade of menin‐
giomas, and it was shown to have a prognostic impact on the overall survival and
recurrence risk of these neoplasias [97]. Thus, we suggest the use of anti-endoglin antibodies
instead of that of antibodies against pan-endothelial markers for the quantification of angio‐
genesis in brain tumors. Besides, the demonstration of endoglin expression in tumour ves‐
sels may also open therapeutic prespectives. Indeed, it has been recently shown that
monoclonal antibodies against endoglin are able to induce tumour growth regression
through the inhibition of the endothelial cells proliferation and angiogenesis itself [103].
The first phase in forming new blood vessels from existing vessels is the dissolution of as‐
pects of native vessels. Glioma cells first accumulate around the existing cerebral blood ves‐
sels and lift off the astrocytic foot processes, which leads to the disruption of the normal
contact between endothelial cells and the basement membrane [104]. The affected endothe‐
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lial cells express angiopoietins resulting in destabilization of the vessel wall and decreased
pericyte coverage. The angiopoietins are endothelial growth factors and their signal trans‐
duction pathway passes via the Tie2 receptor tyrosine kinase expressed on endothelial cells.
In particular, Ang-1 and -2, have been implicated in glioma angiogenesis [105]. Ang-1 medi‐
ated activation of Tie2 is required for stabilization, remodeling and maturation of blood ves‐
sels, promotes angiogenesis and tumor growth and is associated with an increased number
of highly branched vessels. Ang-1 induces phosphorylation of Tie2 and the p85 subunit of
PI3K and increases PI3K activity in a dose-dependent manner, leading to endothelial cell
survival via Akt signaling. In addition, Ang-1 stimulates endothelial cell migration via a
PI3K-dependent activation of focal adhesion kinase (FAK), which has a key role in regulat‐
ing dynamic changes in actin cytoskeletal organisation during cell migration. The biological
effect of Ang-2 may depend on VEGF level. In the presence of endogenous VEGF, Ang-2
promotes vessel dilatation, remodelling of the basal lamina, proliferation and migration of
endothelial cells, and stimulates sprouting of new blood vessels. In the absence of VEGF ac‐
tivity, Ang-2 becomes anti-angiogenic by promoting endothelial cell death and the regres‐
sion of vessels [105]. Binding of Ang-2 to the Tie2 receptor on endothelial cells antagonizes
this receptor’s phosphorylation, thereby disrupting contacts between endothelial and peri‐
endothelial support cells and disengaging pericytes from the tumor vessels during initiation
of vessel sprouting or regression. Increased expression of Ang-2 on GBM microvasculature
appears early during glioma angiogenesis. Ang-2 and Tie2 expression are absent in the nor‐
mal brain vasculature but are induced in tumor endothelium of coopted tumor vessels prior
to their regression. Treatment of glioma cell derived mouse xenografts with a dominant neg‐
ative form of Tie2 results in a significant decrease in tumor growth [106]. Maintenance of an
optimal number of pericytes is necessary for successful angiogenesis in stabilizing newly
formed vessels from further sprouting and to support adequate blood flow. Ang-2 may act
as an antagonist to Tie2 phosphorylation, leading to destabilization of blood vessels. There‐
fore, Ang-2 represents a checkpoint for Ang-1/Tie2-mediated angiogenesis [107]. In brain tu‐
mor growth it’s possible observe two vascular phases. In the first, the vessels are native
cerebral vessels, which are co-opted by tumor cells, while in the second phase, there is true
neovascularization arising from existing vessels. During the transition period between these
two phases, hypoxia driven HIF-1 expression occurs which results in VEGF secretion and in
the induction of neovascularization. In stage IV, angiogenesis adjacent to the necrotic area is
triggered in response to increased expression of HIF-1α and VEGF. For the newly sprouting
vessel is essential the deposition of proangiogenic matrix. This involves breakdown of the
vascular basement membrane and extracellular matrix through the action of cathepsin B,
matrix metalloproteases and other enzymes as well as the expression of matrix proteins such
as fibronectin, laminin, tenascin-C and vitronectin [108]. Degradation of the vessel basement
membrane and surrounding ECM, which also facilitates the invasion of endothelial cells, is
an integral part of the ongoing angiogenic process. The matrix metalloproteinase family en‐
zymes that degrade components of ECM consist of four groups according to their sub‐
strates: collagenases, gelatinases, stromelysins, and membrane-associated MMPs.
Gelatinases-A (MMP-2) and gelatinases-B (MMP-9) are highly expressed in astrocytomas,
and their expression levels, especially those of MMP-9, correlate with the histological grade
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of tumor. MMP-2 and MMP-9 expression is strongly induced by hypoxia, and these two
molecules appear to have a synergistic effect on basement membrane degradation [109]. The
inhibitors of MMPs are called tissue inhibitors of metalloproteinases (TIMPs), which are
comprised of TIMP-1, TIMP-2, TIMP-3, and TIMP-4. The interactions between these proteas‐
es and their inhibitors play important roles in cell morphogenesis, angiogenesis, tissue re‐
modeling, tissue repair, tumor metastasis, cirrhosis, and arthritis. After breakdown of the
basement membrane, endothelial cells proliferate and migrate toward the tumor cells ex‐
pressing pro-angiogenic compounds. The activation of endothelial cells results in increased
expression of cell adhesion receptors, such as integrins ανβ3 and α5β1, and in increased cell
survival, proliferation, and migration responses. In addition to migration of endothelial
cells, migration of pericytes is an important part of tumor vessel formation. Platelet-derived
growth factor secretion by activated endothelial cells recruits pericytes to the site of newly
sprouting vessels and aids in establishing a new basement membrane [110].
The discovery of hypoxia inducible factor-1 (HIF-1) and the observation that hypoxia-in‐
duced HIF-1α expression in pseudopalisading cells, in tumoral necrotic areas, was concomi‐
tant with the expression of one of its target genes, VEGF, established a biological link
between hypoxia and angiogenesis [111]. The most potent activator of angiogenic mecha‐
nisms in brain tumors is tissue hypoxia. One well-studied pathway is the HIF-1/VEGF-A
pathway, which leads to endothelial cell proliferation and migration. HIF is a heterodimeric
DNA-binding complex composed of two basic helix-loop-helix proteins of the PAS family
(PER, AHR, ARNT and SIM family): the constitutive HIF-1b and one of either hypoxia-indu‐
cible a-subunits, HIF-1a or HIF-2a. In hypoxia, the a/b heterodimer binds to a core pentanu‐
cleotide sequence (RCGTG) in the hypoxia response elements (HREs) of target genes. The
hypoxic microenvironment (1–2% O2) caused by the increased oxygen consumption of hy‐
perplasia and/or hypertrophy and the decreased oxygen delivery due to the increase in dif‐
fusion distance was assumed to contribute to the angiogenic switch. An important link
between hypoxia and angiogenesis was the discovery that the expression of the potent vas‐
cular endothelial growth factor was induced by hypoxia [112]. VEGF, which regulates tumor
edema and blood vessel formation, is an example of a gene regulated by an HIF-1 though an
HRE. Angiogenesis is essential for development, wound healing, tissue or organ regenera‐
tion, but it is also part of pathological processes, such as cancer and certain retinopathies. It
is an intricate multistep and temporally ordered process that involves a great number of
genes, modifiers and pathways. Many of these genes are directly induced by HIF-1a, such as
nitric oxide synthases, angiogenic and vascular growth factors and genes regulating matrix
metabolism (urokinasetype plasminogen activator receptor; uPAR) [113]. Immunohisto‐
chemical expression of HIF-1α clearly correlated with the degree of glioma malignancies
and predicted survival among patients with malignant gliomas and the degree of necrosis
on MRI. In a recent study, has been demonstrated that SN38, the active metabolite of CPT11,
exhibited an antiangiogenic effect. SN38 inhibited HIF-1α and VEGF mRNA and protein ex‐
pression of glioma cells in a dose- and time-dependent manner [114]. Metronomic CPT11
treatment of gliomas exhibited growth inhibitory effects without systemic toxicity, that is,
through comparison of body weight loss that was not observed by conventional CPT11
treatment. Tumor tissues treated with metronomic CPT11 exhibited decreased expression of
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HIF-1α protein and pimonidazole expression, which were indicative of areas of hypoxia by
immunohistochemistry.
4.1. Mediators of glioma angiogenesis
Glioma angiogenesis is mediated by the release of angiogenic cytokines by the tumor cells.
Numerous, different cytokines have been identified so far which are able to induce angio‐
genesis (Figure 1). This cytokine production is either the result of overexpressing angiogenic
factors through genetic alterations or is triggered by hypoxia.

Figure 1. Representation of angiogenesis mediators in gliomas.

In the phosphatidylinositol-30 kinase (PI3K)/Akt and Ras/mitogen-activated protein kinase
(MAPK) converge many angiogenic growth factors, including vascular endothelial growth
factor (VEGF). These pathways modulate important cellular processes in angiogenesis, in‐
cluding endothelial cell proliferation, survival, migration, invasion, tube formation and ex‐
tracellular matrix degradation.
CXCR = C-X-C chemokine receptor, CYR6.1 = cysteine-rich angiogenic inducer 61, CTGF =
connective tissue growth factor, EGF = epidermal growth factor, FGF = fibroblast growth
factor, HGF = hepatocyte growth factor, IL-6 = interleukin-6, IL-8 = interleukin-8, MMP =
matrix metalloproteinases, PDGF = platelet-derived growth factor, PI3K = PI3 kinase, SF =
scatter factor, TGF-a = transforming growth factor-alpha, TGF-ß = transforming growth fac‐
tor-beta.
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4.1.1. VEGF, VEGF-receptors and VEGF pathway
The VEGF family of growth factors and their receptors are the most important mediators of
glioma angiogenesis. The VEGF family includes six glycoproteins referred to as VEGF-A,
VEGF-B, VEGF-C, VEGF-D, VEGF-E, and placental growth factor. The VEGF acts as a major
vascular permeability factor and as a mitogen/survival promoter for endothelial cells [115,
116]. VEGF-A and its receptors are the best characterized signaling pathway in angiogenesis
and binds to two receptor tyrosine kinases (RTK) – VEGFR-1 (Flt-1) and VEGFR-2 (KDR,
Flk-1) [117]. It is generally agreed that VEGFR-2 is the major receptor mediating the mito‐
genic, angiogenic and permeability-enhancing effects of VEGF-A. Recent evidence has sug‐
gested that VEGFR-1 participates in haematopoiesis and in the recruitment of monocytes
and other bone marrow derived cells to promote tumor angiogenesis [118]. In addition,
VEGFR-1 is involved in the activation of MMPs associated with matrix degradation and in
the production of growth factors from endothelial cells. VEGF-A gene expression is up-regu‐
lated by hypoxia, mediated by the transcription factor HIF and the product of the von Hip‐
pel–Lindau (VHL) tumor suppressor gene. Other transcription factors capable of upregulating VEGF transcription include the ETS-1 proto-oncogene and STAT-3. ETS proteins
activate many genes involved in angiogenesis, including those that regulate VEGFR-1 and
VEGFR-2, integrin b3, some MMPs and urokinase-type plasminogen activator (uPA). ETS-1
is expressed more frequently in GBM being most prominently observed in the glomeruloid
tufts of GBM [119]. VEGF promotes endothelial proliferation via the activation of the MAPK
pathway. VEGF also enhances vascular permeability through the MAPK signaling cascade
by rearranging cadherin/catenin complexes and loosening adhering junctions between en‐
dothelial cells [120]. The VEGF-A is secreted by tumor cells as well as by stromal and in‐
flammatory cells. VEGF-A can be linked in the extracellular matrix through the interaction
with proteoglycans or glycosaminoglycans. The expression of the receptors VEGFR1 and
VEGFR2 is regulated on the endothelial cells in gliomas. VEGF-A activation causes endothe‐
lial cell differentiation into a “tip” cell and a VEGF-A gradient induces “stalk” cell prolifera‐
tion along an opening in the BM in forming of a new vessel sprout [121]. The ligands for
VEGF3 (VEGF-C&D) are expressed by multiple cell types that surround the angiogenic ves‐
sels, suggesting the existence of a novel pro-angiogenic paracrine signaling pathways in
these neoplasms. In addition to transcription factors, VEGF expression is also probably cor‐
relates with many other growth factors and their specific receptors, including transforming
growth factor (TGF)-b, platelet-derived growth factor (PDGF)-B, epidermal growth factor
(EGF), basic fibroblast growth factors (FGF). VEGF promotes endothelial proliferation via
activation of the MAPK pathway. The activation of MAPK/ERK is associated with inhibition
of the Jun-N terminal kinase (JNK) pathway in mediating the anti-apoptotic effect of VEGF.
The PI3K/Akt pathway is of central importance in VEGF signaling. Activated VEGFR-2 me‐
diates the phosphorylation of Akt, which potently inhibits endothelial cell apoptosis by in‐
terfering with various apoptosis signaling pathways. Akt also promotes endothelial cell
migration, and increases the expression of HIF, leading to enhanced VEGF expression [122].
VEGF stimulates endothelial production of urokinase-type plasminogen activator (uPA),
which induces conversion of plasminogen to plasmin, causing the breakdown of ECM com‐
ponents and leading to ECM remodeling [123]. The end result of VEGF signaling in tumors
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is the production of immature, highly permeable blood vessels with subsequent poor main‐
tenance of BBB and parenchymal edema [96, 124]. Alternatively, the angiogenic effect of
VEGF can be mediated through integrins, a1b1, a2b1 and avb3, which promote cell migra‐
tion, proliferation and matrix remodeling.
4.1.2. FGF and FGF receptors
The FGF family of proteins and their receptors are overexpressed in various types of cancer.
Binding of FGF to its receptor causes transphosphorylation and activation of intrinsic tyro‐
sine kinase, which results in signal transduction. Both acidic FGF (aFGF) and basic FGF
(bFGF) are up-regulated in GBM [125] and are responsible for resistance of endothelial cells
to apoptosis. Basic fibroblast growth factor (bFGF) is expressed by vascular cells and, focal‐
ly, by the tumor cells. The receptors for bFGF include FGFR1, expressed by the tumor cells
and the tumor endothelial cells and the FGFR2 expressed only by the tumor cells. The antiapoptotic effect of bFGF is mediated by increased expression of Bcl-XL and Bcl-2 via the
MEK-dependent signaling pathway. In addition, bFGF stimulates the expression of VEGFR
in endothelial cells.145 Similar to VEGF, aFGF and bFGF induce endothelial cell prolifera‐
tion and migration. Furthermore, FGF activation leads to remodeling of ECM and degrada‐
tion of the basement membrane by inducing production of plasminogen activator,
collagenase and MMP in endothelial cells [127].
4.1.3. PDGF Family
PDGF-B and platelet-derived growth factor b receptor (PDGFRb) have important roles in
the development and differentiation of the vessel wall [128]. PDGF is a mitogen for multiple
cells of mesenchymal and neuroectodermal origin that acts through the PDGF receptors α
and β. PDGF-B is required for recruitment of pericytes and maturation of the microvascula‐
ture. PDGFR-β is expressed on endothelial cells of astroglial tumors and that PDGF expres‐
sion correlates with astroglial malignancy and angiogenic activity
PDGF contributes indirectly to tumor angiogenesis acting as a potent mitogenic and che‐
motactic stimulus for angiogenesis associated stromal cells, such as smooth muscle cells
or pericytes. However, PDGF’s effects on angiogenesis are mediated partly by VEGF. The
angiogenic effects of PDGF are mediated through PI3K/Akt, MAPK/ERK and STAT3 sig‐
nalling [129].
4.1.4. Molecules of the inflammatory cascade
Molecules of the inflammatory cascade act indirectly on angiogenesis via modulating ex‐
pression of direct angiogenic factors. Interleukin-8 (IL-8) is a potent chemoattractant. But re‐
cent data suggest that it has a critical role in glial tumor angiogenesis and progression. High
expression levels of PGES-1 (Prostaglandine E 1 Sinthase) and IL-8 in malignant gliomas
cells and microglial cells, strongly correlated with grading tumor, are been demonstrated
[130]. IL-8 expression is first observed in low grade astrocytoma in perivascular tumor areas
expressing inflammatory cytokines. In malignant gliomas, IL-8 further localizes in oxygen-
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deprived cells surrounding necrosis. IL-8, however, stimulates angiogenesis via the interac‐
tion with the CXC chemokine receptor 1 (CXCR1), CXCR2 and Duffy antigen receptor for
cytokines (DARC). DARC expression has been detected on tumour-associated endothelial
cells, whereas CXCR1 and CXCR2 are found on infiltrating leukocytes near blood vessels.
Macrophages are known to produce high levels of IL-8, which has a tumorigenic activity, by
inducing tumor growth and angiogenesis; IL-8 is an inflammatory chemoattractant respond‐
ing to the tumor microenvironment. Tumor pseudopalisading cells secrete HIF which indu‐
ces IL-8 secretion. On the basis of preliminary results, the role of IL-8 as crucial angiogenesis
mediator within HIF-1α pathway and crosstalk between hypoxia-induced high levels of
HIF-1α and VEGF expression has been demonstrated.
The cyclooxygenase isoforms (COX-1 and COX-2) catalyze the synthesis of prostaglandins
from arachidonic acid. While COX-1 is ubiquitously expressed in a wide range of tissues,
COX-2 is cytokine inducible. COX-2 is expressed in human glioma cells where its expression
correlates with malignancy, being highest in glioblastoma. The anti-angiogenic efficacy of
COX-2 inhibitors is currently explained first by downregulation of VEGF, which results in
blocking of endothelial cell proliferation and induction of endothelial cell apoptosis and sec‐
ond by inhibition of integrin function and signaling.
Tumor necrosis factor-α (TNF-α) is a potent proinflammatory cytokine with a quite complex
role in endothelial cell survival and migration. It has impact on endothelial cell survival and
migration via its TNF-receptor 1 and 2 which are both expressed on endothelial cells.
Membrane type 1-matrix metalloproteinase (MT1-MMP) expressed by the tip cell of an en‐
dothelial sprout opens up the surrounding matrix and is only later down-regulated when
stalk cells come into contact with pericytes. Re-established contact between endothelial cells
and pericytes induces expression of tissue inhibitor of metalloproteinases-2 (TIMP-2) in en‐
dothelial cells and TIMP-3 in pericytes in switching off the proteolytic phenotype in endo‐
thelial cells [131]. MT1-MMPs on the endothelial cell surface are also required for the
subsequent step in the angiogenesis cascade of tube formation by playing a role in endothe‐
lial intracellular vacuole and lumen formation. The vessel lumen is tightly sealed by adjoin‐
ing endothelial cells held together by tight and adherens junctions. A basement membrane is
then produced by endothelial cells in cooperation with surrounding cells in providing struc‐
tural support and maintaining endothelial cell quiescence. The BM is built up of scaffolding
laminins and essential components such as collagen IV, perlecan, nidogens, and collagen
XVIII [132-133]. During the maturation of new capillaries, pruning of excess or unneeded
vessels for optimal perfusion is proposed to represent an adjustment to oxygen surplus
while the surrounding ECM exerts mechanical strain providing traction and orientation for
angiogenic microvessels [134].
Many other proangiogenic factors are upregulated in gliomas and this aspect might explain
the failure of many actual antiangiogenic therapeutic strategies in gliomas management.
TGF-b and its receptors are highly expressed in malignant gliomas, especially in areas of
vascular hyperplasia and around necrotic regions. In glioma cells, the angiogenic effect of
TGF-b is probably mediated through the enhanced expression of VEGF. TGF-b also pro‐
motes angiogenesis via the integrin signaling pathway. TGF-b upregulates expression of
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ανβ3 integrin that, in turn, binds to MMP-2, which leads to degradation of the ECM and en‐
hanced endothelial cell invasion [135]. An important role has absolved by IL-1beta, IL-6,
TNF-alpha and stromal-cell-derived factor (SDF)-1 alpha [46].

5. Microglia
Glioma tissues as obtained by surgical resection contain also a considerable amount of nontransformed cells. The majority of these cells are tumor-associated macrophages (TAMs)
[136-137]. Resident macrophages of the brain are termed microglia. These cells invade the
brain early in development and differentiate into so-called resident, ramified microglia.
These tumor-associated microglia displayed an ameboid morphology similar to that descri‐
bed in other pathologies. Since microglia share many properties with macrophages found in
non-neuronal tissues including the blood, it was possible that glioma-associated microglia
could be recruited de novo from the microglial population resident in the brain, or alterna‐
tively, migrate into brain tumors from the periphery. To address this question, Badie and
Schartner [138] used CD45 labeling of cells in rodent tumor models to distinguish brain mi‐
croglia (CD45 low) from peripheral macrophages (CD45 high). They used CD11b/c as a gen‐
eral marker for macrophages and sorted the CD11b/c2 positive cells into two populations
showing high and low CD45 expression. From this, they concluded that the macrophages
are primarily found within tumors, while microglia was detected in all brain tissue. Thus,
the precise origin of tumor microglia remains to be determined. Regardless of origin, we can
define any glioma-associated monocytic cell with macrophage characteristics as a tumor-as‐
sociated microglia. Candidate chemoattractants of tumor-associated microglia include mon‐
ocyte chemotactic protein-3(MCP-3), colony-stimulating factor 1 (CSF-1), granulocytecolony stimulatory factor (G-CSF), and hepathocyte growth factor/scatter factor: each of
these has been shown to be released by gliomas and microglia are known to express recep‐
tors for these chemoattractant growth factors [139-140].
TAMs promote cancer progression through several mechanisms, including promotion of an‐
giogenesis, induction of tumour growth, and enhancement of tumour cell migration and in‐
vasion. The hypoxic stress in the tumour mass leads to the expression of inflammatory
molecules, which promote the recruitment of macrophages followed by conversion to the
M2 phenotype. TAMs are capable to modulate and induce neovascularization and functions
related to stroma formation. When TAMs are activated, in response to specific stimuli, these
cells can express a repertoire of substances that promote angiogenesis. Growth factors such
as acidic fibroblasts growth factor (aFGF/FGF1), basic fibroblasts growth factor (bFGF/
FGF2), vascular endothelial growth factor (VEGF), granulocyte colony stimulating factor
(GM-CSF), transforming growth factor-α, insulin-like growth factor-1, platelet derived
growth factor (PDGF), tumour growth factor-β (TGF-β) and other monokines (e.g. tumour
necrosis factor-α (TNF-α), interleukin-1, interleukin-6, interleukin-8, substance P, prosta‐
glandins, interferons and thrombospondin which are released by tumour cells leads to the
activation of macrophages and have the capability to influence the angiogenic process [141].
Therefore, macrophages recruited in situ represent an indirect pathway of amplification of
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angiogenesis, in concert with angiogenic molecules directly produced by tumor cells. In ex‐
perimental in vitro studies, glioma cell lines seem produce high levels of a monocyte-macro‐
phages-derived cytokine, IL-8, that induces formation of tube-like structures by human
microvascular endothelial cells [142]. We previously demonstrated significant increase in
IL-8 protein level in astrocytic cultures treated with PGE2. The ability of PGE2 to increase
IL-8 expression in glioma cells has a significant biological impact on tumorigenesis, as
shown by increased growth and reduced apoptosis in PGE2-treated cells [143]. Macrophag‐
es can exert a dual influence on blood vessel formation. On the one hand macrophages pro‐
duce proangiogenic molecules on the other hand they can express anti-angiogenic molecules
and damage the integrity of blood vessels. In general the pro-angiogenic functions of TAMs
prevail [144].
Angiogenesis is also facilitated by TAM-derived proteases released in tumours, as extracel‐
lular proteolysis is an absolute requirement for new blood vessel formation. Macrophages
can express proteases to release a number of pro-angiogenic molecules bound to heparan
sulfate in proteoglycans, and fragment of fibrin and collagen, which facilitate angiogenesis.
Among these, matrix metalloproteases (MMPs 1, 2, 3, 9 and 12), plasmin, urokinase plasmi‐
nogen activator and receptor are the prominent ones which promotes tumour directed an‐
giogenesis. MMPs are a family of matrix degrading enzymes including collagenase
(MMP-1), gelatinase A (MMP-2), stromelysin (MMP-3), matrilysin (MMP-7), gelatinase B
(MMP-9), and other MMPs. TAMs have been reported to correlate with the metastatic po‐
tential of a variety of human cancers, and they have also been shown to be a major source of
MMP-9. In addition, urokinase-type plasminogen activator is a serine protease synthesized
by TAMs in various human tumour types [145]. TAMs were shown to express CXCL8,
which like VEGF, binds heparin in the ECM and stimulate angiogenesis [146]. Thus TAMs
have the capacity to affect each phase of the angiogenic process, including degradation of
the extracellular matrix, endothelial cell proliferation and endothelial cell migration. TAMs
can also secrete cysteine-type lysosomal proteases and a wide variety of growth factors that
can stimulate cancer growth.
New blood vessels in tumours are usually disorganized and prone to collapse, resulting in
areas of inadequate perfusion and hypoxia (low oxygen tension). Additionally, rapid tu‐
mour cell proliferation in some areas may outpace the rate of new blood vessel growth,
causing hypoxic areas to form [147]. The level of TAMs in tumours appears to be affected by
hypoxia, a trait commonly found in these tissues. TAM numbers are generally higher in tu‐
mours containing high overall levels of hypoxia, as seen in primary human breast carcino‐
mas and various animal tumours. Hypoxic tumours secrete higher amounts of
chemoattractants and/or other factors that enhance monocyte attachment to and migration
through the tumour vasculature. Once targeted to hypoxic sites, TAM functions are greatly
affected by hypoxia-related factors. Because macrophages are phagocytes, they may also be
attracted to hypoxic, perinecrotic areas along a trail of necrotic debris emanating from dead
cells. Hypoxia also entraps TAMs by decreasing their mobility in a number of ways. One
such approach involves the hypoxic up-regulation of the enzyme mitogen-activated protein
kinase phosphatase (MKP-1) by macrophages. This is important because various chemoat‐
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tractant receptors, including those for CCL2, VEGF, and endothelin 2, stimulate cell migra‐
tion by phosphorylating the signaling enzymes MEK, ERK1/2, and p38 MAPK. Upregulated MKP-1 rapidly dephosphorylates these molecules in TAMs, thus terminating the
chemotactic response of TAMs to these chemokines [148]. Hypoxia also inhibits macrophage
expression of the chemokine receptors CCR2 and CCR5 [149], further helping to immobilize
TAMs. Hypoxia also induces a profound change in the phenotype of macrophages, promot‐
ing increased expression of a wide range of genes.
This is brought about by the hypoxic up-regulation of such transcription factors as hypoxiainducible factors, HIF-1α and HIF-2α. TAMs respond to hypoxia by up-regulating a broad
array of genes encoding proteins that promote the proliferation, invasion, and metastasis of
tumour cells as well as tumour angiogenesis. Genes coding for M-CSF, a growth factor that
promotes the survival and differentiation of macrophages, is over expressed in some human
tumours, and elevated M-CSF levels correlate with high TAM numbers and poor prognosis
[150]. Hypoxic macrophages are also likely to promote the invasive and/or metastatic behav‐
ior of tumour cells by releasing such pro-invasive factors as macrophage inhibitory factor
[151]. Macrophage inhibitory factor is known to modulate the activities of a number of cell
types in tumours, including stimulation of tumour cell motility [152]. This may involve indi‐
rect effects such as macrophage inhibitory factor-stimulated release of matrix metalloprotei‐
nase 9, which in turn degrades components of the basement membrane and extracellular
matrix, thereby increasing the motility of tumour cells.
In a cultured mouse brain slice model, the invasion and growth of glioma cells was com‐
pared between normal and microglia-depleted slices. Glioma cell invasion was significantly
reduced in microglia depleted slices relative to control slices [153]. The impact of microglia
on glioma migration might relate to the production of membrane type 1 metalloprotease
(MT1-MMP or MMP-14) that are produced by microglia in response to soluble factors re‐
leased from glioma cells. Glioma cells also release metalloproteases 2 that is fully activated
by MT1-MMP released from microglia. The consequent degradation of the extracellular ma‐
trix has been postulated to enhance the invasion of glioma cells into the brain parenchyma.
The importance of microglia for glioma growth was further substantiated by studying ani‐
mals in which microglia was depleted. The microglia-depletion in vivo was achieved by us‐
ing the CD11b-HSVTK mouse model. Seven days after intracerebral glioma inoculation,
ganciclovir (a specific substrate for the viral thymidine kinase HSVTK) was infused via
mini-pumps into the tumor area for a further 7 days. To restrict the effect of ganciclovir on
the intrinsic microglial population, the mice were irradiated before bone marrow transplant‐
ed with wild-type monocytes. The ganciclovir treatment led to a considerable depletion of
microglia and to an 80% reduction in glioma volume [153].
CD68 is a monoclonal mouse antibody that labels human monocytes and macrophages. The
antigen recognized by CD68 is absent from resting microglia but readily detectable in phag‐
ocytic microglia, perivascular cells and brain macrophages. In a recent study, the presence of
CD68 positive cells neighboring of neoplastic cells, contiguous to necrotic and hypoxic areas
within neoplastic tissue has been evidenced. The presence of TAMs that passed through ves‐
sel wall also in low-grade astrocytomas was, also, observed [154]. In anaplastic cases, neo‐
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plastic cells seem to be guided towards microglia. These data, can reinforced the hypothesis
that macrophage infiltration could be closely associated with neovascularization and malig‐
nancy in human gliomas. Matrix metalloprotease activity is also regulated by the CX3CL1/
CX3CR1 signaling pathway. For example, matrix metalloproteases 2, 9, and 14 are upregu‐
lated in microglia following activation of CX3CL1/CX3CR1signaling. Notably, CX3CR1 is
upregulated in glioma associated microglia [155] and polymorphisms in the chemokine re‐
ceptor CX3CR1 have been associated with prognosis among patients with glioma. The com‐
mon CX3CR1 allele (termed V249I) was a favorable prognostic factor. Patients who had only
this CX3CR1 allele had a more than 1.5 longer mean survival time. This common allele was
associated with reduced microglial cell infiltration in primary tumor biopsies [155].
In a previous study has been demonstrated, in a series of GBM, the presence of laminin, fi‐
bronectin and type IV collagen in hyper-plastic vessels, in and around vascular channel, in
vascular walls and at level of BM associated with endothelial glomerulus-like proliferations
[83]. Laminin within the BM can bind to both endothelial cells and tumor cells and is in‐
volved in angiogenesis and tumor growth. We can hypothesized that in pilocytic astrocyto‐
ma, the ECM integrity cause a reduced macrophagic/microglial migration. In this view, an
incompetent control of interactions occurs between microglial adhesive molecules and ECM
substrates. In low-grade astrocytomas is achievable that low macrophage/microglial recruit‐
ment is also correlated with a lower vascular neo-angiogenesis. This relationship may influ‐
ence microglial morphology, blocking microglial migration and phagocytosis [154]. To
support these findings, a recent study showed an increase of CD68 positive cells which cor‐
related with trends toward worse event-free survival [156].

6. Therapeutic strategies for malignant gliomas
The treatment of brain cancer is one of the most difficult challenge in neurosurgery and on‐
cology. Malignant gliomas involve, in their progression, multiple aberrant signaling path‐
ways and the blood-brain barrier (BBB) restricts the delivery of many chemotherapeutic
agents. Current conventional treatments protocols include maximally safe surgical resection
followed by fractionated radiation therapy of the tumor and surrounding brain parenchyma
and systemic chemotherapy. However, radiation therapy is limited to a largely palliative
role, and chemotherapy has provided only a modest benefit in clinical outcome. There are
several factors underlying the disappointing results in brain cancer therapeutics including
limited tumor cell drug uptake, intracellular drug metabolism, inherent tumor sensitivity to
chemotherapy, and cellular mechanisms of resistance. The BBB protects the brain from tox‐
ins and fluctuations in systemic chemical concentrations, but it also excludes many thera‐
peutic agents. Multimodal therapeutic approaches and molecular-based targeted therapies
are modern and complex strategies potentially very efficacious and applicable to up-regu‐
late the selectivity of therapeutic effects and down-regulate systemic toxicity and side effect
toward peritumoral and safe brain tissue. Developments in molecular biology have led to a
clearer understanding of the mechanisms of tumor development and resistance to therapy.
As a results, new treatment strategies are emerging that target steps in the molecular patho‐
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genesis of brain gliomas. An optimal realization of a system that overcomes the problems
associated with developing effective brain tumor treatments requires the identification of
neoplastic markers, and understanding their evolution over time, and the development of
technology for the biomarker-targeted delivery of multiple therapeutic agents, and for the
simultaneous capability of avoiding biological and biophysical barriers. In this complex phe‐
nomenon it is fundamental to improve specific selective drugs delivery systems: in this way,
drugs, antisense oligonucleotides (AONs), small interference RNAs, engineered monoclonal
antibodies and other therapeutic molecules may diffuse into CNS overcoming the BBB.
Glioma gene expression and its development during gliomagenesis may help to better un‐
derstand the role of important molecules involved in tumor-safe brain parenchyma relation‐
ships. These molecules, such as ECM proteases, cell adhesion molecules, and their related
signaling pathways, show an important role in glioma cell migration and invasion and
could selectively attack to inhibit the glioma invasive rim. Various small molecule inhibitors
and antibodies has been developed, and is continuing to be developed, to target key compo‐
nents of the signal transduction machinery, with a particular focus on growth factors and
their corresponding receptors and canonical downstream signal transduction intermediates.
Many of these inhibitors have potential for the treatment of glioblastoma. Testing some of
these inhibitors, as well as using genetic approaches to untangling these signaling networks
in well-designed model systems (including both highly representative xenograft models and
mouse genetic models), is beginning to provide an emerging picture of the targetable molec‐
ular phenotype of glioblastoma.
Angiogenesis is tightly correlated with the histological grading and prognosis of gliomas.
Glioma vasculature is structurally and functionally abnormal, leading to vasogenic edema,
increased interstitial pressure, and heterogeneous delivery of oxygen and drugs. VEGF is
the key factor implicated in the angiogenesis of gliomas. It acts as a major vascular permea‐
bility factor and as a mitogen/survival promoter for endothelial cells. VEGF expression is
stimulated by hypoxia, acidosis, and many growth factors (EGFR, PDGFR, HGFR, CKit, in‐
sulin-like growth factor receptor), and their downstream signaling pathways (PI3K–Akt,
Ras–MAPK) are commonly activated in gliomas. However, many other proangiogenic fac‐
tors are upregulated in gliomas, and this might explain how gliomas may escape a specific
antiangiogenic therapy. Antiangiogenic therapy is able to normalize the structure and func‐
tion of abnormal neovasculature [96]. The normalization hypothesis states that antiangio‐
genic therapies may augment the effects of chemotherapy and radiotherapy by normalizing
tumor vessels. Furthermore, normalizing tumor vessels might also reduce hypoxia, and thus
make the tumor cells more sensitive to chemotherapy and radiation therapy [96].
6.1. Molecular targeted therapy
Elevated expression or mutation of receptors and intracellular downstream effectors has
been demonstrated in gliomas. These pathways are controlled by several growth factors
linked to tyrosine kinase. Specific targeting of these signaling pathways that lead to altered
cellular proliferation and cell migration and invasion could provide new molecularly target‐
ed options for glioma treatment. The introduction of molecularly targeted agents is one of

67

68

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

the most significant advances in cancer therapy in recent years. Targeted therapies block ac‐
tivation of oncogenic pathways, either at the ligand–receptor interaction level or by inhibit‐
ing downstream signal transduction pathways, thereby inhibiting growth and progression
of cancer. Because of their specificity, targeted therapies should theoretically have better ef‐
ficacy and safety profiles than systemic cytotoxic chemotherapy or radiotherapy. The main
rationale for using antiangiogenic therapies in glioblastoma is to normalize the vasculature,
restoring the selective permeability of the blood-brain barrier.
6.1.1. VEGF, VEGF-receptors and VEGF pathway
VEGF-A is a member of the VEGF family that acts as a key proangiogenic factor because of
its specificity to endothelial cells and the multitude of responses that it can elicit. These in‐
clude ECM degradation, endothelial cell proliferation, migration and tube formation, and
expression of other proangiogenic factors, such as urokinase-type plasminogen activator,
plasminogen activator inhibitor-1, urokinase-type plasminogen activator receptor, and ma‐
trix metalloproteinase-1. Overexpression of VEGF-A occurs in response to hypoxia, PDGF,
EGF, transforming growth factor-h, interleukin-1h, and tumor necrosis factor-a. The beststudied receptor is VEGFR-2, a potent tyrosine kinase that mediates endothelial cell signal‐
ing through the activation of Ras/Raf/MEK/MAPK, PI3K/AKT/PKB, and protein kinase C
pathways. Has been suggested that blocking VEGF pathways may normalize tumor vascu‐
lature and improve chemotherapy delivery, allowing higher drug concentrations [157].
Several strategies for targeting VEGF have been proposed, such as VEGFR TKI, anti-VEGFA and VEGFR-2 monoclonal antibodies, antisense oligonucleotides, and ribozymes. The
best-studied drugs in gliomas have been vatalanib (PTK787/ZK222584), ZD6474, sorafenib
(BAY 43-9006), sunitinib (SU11248), and cediranib (AZD2171). Difficulties include defining
the optimal biological dose of drugs that are rarely toxic, determining the relevance of com‐
binations with cytotoxic chemotherapy and radiotherapy, and elucidating adequate surro‐
gate markers.
Vatalanib is a VEGFR-1 and VEGFR-2 TKI that showed activity in glioma cell lines and xen‐
ograft models [158]. A phase I study of vatalanib, and c-kit in patients with newly diagnosed
GBM receiving radiation, temozolomide, and an enzyme-inducing anti-epileptic drug in or‐
der to determine the MTD of vatalanib in this patient population was evaluated. Vatalanib
was well tolerated with only 2 DLTs (thrombocytopenia and elevated transaminases). Other
grade 3/4 toxicities included leukopenia, lymphopenia, neutropenia, and hand-foot syn‐
drome. Of the 13 patients evaluable for a radiographic response, 2 had a partial response
and 9 had stable disease. Vatalanib significantly increased PlGF and sVEGFR1 in plasma cir‐
culation and decreased sVEGFR2 and sTie2. Vatalanib was well tolerated and this study
demonstrates the safety of oral small molecule inhibitors in newly diagnosed GBM patients.
Blood biomarkers may be useful as pharmacodynamic markers of response to anti-angio‐
genic therapies [159].
ZD6474 is a VEGFR-2 TKI with additional VEGR-3 and EGFR inhibition properties. In vivo
models showed a broader spectrum of action, suggesting an antiangiogenic and anti-VEGFR
preponderant effect [160]. In a glioma xenograft study, ZD6474 decreased tumor volume,
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lowered the tumor cell proliferation index (Ki-67), and increased tumor cell apoptosis. How‐
ever, microvascular density, a typical marker of angiogenic activity, surprisingly increased,
raising doubts on the antiangiogenic effects of the drug [161].
The effect of ZD6474, was also evaluated in combination with either radiotherapy or temo‐
zolomide. ZD6474 in combination with radiotherapy significantly decreased tumour area by
66% compared with controls whereas the combination with temozolomide decreased tu‐
mour area by 74% [162].
Recently, the AEE788, a reversible TK inhibitor that inhibits EGFR and VEGFR, in recurrent
glioblastoma patients, was evaluated [163]. Continuous, once-daily AEE788 was associated
with unacceptable toxicity and minimal activity for the treatment of recurrent glioblastoma.
The study was, therefore, discontinued prematurely.
Cediranib (AZD2171) is a potent, orally available, small-molecule inhibitor of VEGF-recep‐
tor (VEGFR) tyrosine kinase activity that rapidly normalizes tumor blood vessels in pa‐
tients with glioblastoma, leading to a clinical improvement in cerebral edema [164]. In a
recent study, drug effects were evaluated over time through the use of magnetic reso‐
nance imaging techniques (including analysis of perfusion, permeability, and relative ves‐
sel size) and assessment of circulating progenitor cells, circulating endothelial cells, and
plasma levels of several proangiogenic proteins. Results suggest that cediranib leads to a
normalization of vasculature and decreased edema; however, such effects disappear over‐
time, which is accompanied by an increase in circulating basic fibroblast growth factor,
stromal cell-derived factor-1a, and circulating endothelial cells. In mouse models, im‐
provement in edema was associated with increased survival, despite continued tumor
growth [165]. The first clinical data of the REGAL trial of cediranib plus lomustine
(CCNU) to investigate whether preclinical findings will translate into improvements for
patients with recurrent glioma have been negative [166].
Single-agent sunitinib, an oral small molecule inhibitor of multiple tyrosine kinase receptors,
was evaluated for treatment of patients with recurrent glioblastoma and anaplastic astrocy‐
toma (AA). For AA patients, the most common side effects were fatigue, diarrhea, hand-foot
syndrome, neutropenia, thrombocytopenia, and nausea. In the GBM cohort, the most com‐
mon side effects were fatigue, diarrhea, neutropenia, and thrombocytopenia. Median overall
survival was 12.1 months (AA) and 12.6 months (GBM). Nonetheless, sunitinib did not dem‐
onstrate significant anti-glioma activity in patients with recurrent malignant astrocytic glio‐
mas [167]. Recent preclinical studies suggest that treating GBM with a combination of
targeted chemotherapy and radiotherapy may enhance the anti-tumor effects of both thera‐
pies. In a recent study, have been evaluated the effects of combination therapy in a mouse
gliomamodel that utilizes a PDGF-IRES-Cre-expressing retrovirus to infect adult glial pro‐
genitors in mice carrying conditional deletions of Pten and p53. The addition of sunitinib to
low-dose radiation caused a modest, but significant delay in tumor growth. However, no
significant survival benefit was seen as tumors progressed in 100% of animals. Histological
analysis revealed a reduction in vascular proliferation and a marked increase in brain inva‐
sion. The results showed that the addition of Sunitinib to radiotherapy fails to significantly
alter survival in GBM despite enhancement of the effects of radiation [168].
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In gliomas, despite evidence of activity in preclinical models, clinical development of beva‐
cizumab was delayed initially because of the fear of central nervous system hemorrhage
[169]. Bevacizumab is a monoclonal antibody against VEGF inhibiting angiogenesis by pre‐
venting receptor activation. Phase II clinical trials using bevacizumab in both newly diag‐
nosed and recurrent high-grade glioma showed promising results. Bevacizumab has been
shown to be safe and tolerable in malignant gliomas. In the recurrent disease setting, bevaci‐
zumab alone might be sufficient for a clinical benefit and is currently approved as a single
agent for this indication. In a phase II study was evaluated the efficacy and safety of bevaci‐
zumab in Japanese patients with recurrent malignant glioma. The 6-month progression-free
survival rate in the 29 patients with recurrent glioblastoma was 33.9% and the median pro‐
gression-free survival was 3.3 months. The 1-year survival rate was 34.5% with a median
overall survival of 10.5 months. There were eight responders (all partial responses) giving
an objective response rate of 27.6%. The disease control rate was 79.3% [170].
Norden et al. [171] analyzed the pattern of recurrence in patients treated with bevacizumab
and irinotecan, and their observations suggest that bevacizumab might more efficiently sup‐
press enhancing tumor recurrence than infiltrative tumor growth. A single-institution phase
II trial using the humanized monoclonal VEGF antibody bevacizumab combined with irino‐
tecan in malignant gliomas has been reported [172]. No central nervous system hemorrhag‐
es were observed. The 6-month PFS rates were 30% and 56% in grade 4 and grade 3 gliomas,
respectively, comparing favorably with historical controls. In a similar study, bevacizumab
plus irinotecan in recurrent malignant gliomas improves responses, progression-free surviv‐
al, and overall survival compared with historical data. Karnofsky performance status of at
least 80% was a predictive factor for response and overall survival [173].
In a recent research was evaluated concurrent bevacizumab with hypofractionated stereo‐
tactic radiation therapy (HSRT) for the treatment of recurrent malignant gliomas. Despite
the promising initial response seen with the addition of HSRT to bevacizumab as salvage
treatment for recurrent gliomas, approximately half of patients ultimately still experience
failure within the radiation field. The rate of local failure with the addition of HSRT seems
to be lower than that seen with bevacizumab alone in the salvage setting [174].
Several studies of bevacizumab in combination with metronomic dosing of temozolomide or
etoposide or with daily erlotinib in recurrent glioma patients are ongoing.
6.1.2. Epidermal growth factor receptor
Epidermal growth factor receptor (EGFR, ErbB1, HER1) is a tyrosine kinase receptor that is
abnormally activated in 70% of solid cancers. EGFR overexpression and immunoreactivity
are more common in primary tumors than in secondary glioblastomas. Activation of EGFR
pathways in cancer cells has been linked to increased motility, adhesion, invasion, and pro‐
liferation of tumor cells as well as inhibition of apoptosis and induction of angiogenesis.
The EGFR transmembrane protein comprises three domains: the extracellular domain, the
transmembrane domain, and the cytoplasmic domain, which harbors the tyrosine kinase ac‐
tivity. Ligand binding (amphiregulin, EGF, transforming growth factor TGF-β, decorin, be‐

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

tacellulin, epiregulin, neuroregulin) to the extracellular domain of a monomer results in its
homo- or heterodimerization, inducing phosphorylation of the tyrosine kinase domain, acti‐
vating several signaling pathways, in particular: phosphatidylinositol 3’-kinase/Akt/
mammalian target of rapamycin (mTOR), Ras/mitogen-activated protein kinase (MAPK),
phospholipase C (PLC)/protein kinase C (PKC), and (d) c-Src [175]. These activated path‐
ways are involved in several cell biological processes, including cell proliferation, angiogen‐
esis, migration/adhesion, survival, and differentiation. Approximately 50% of glioblastomas
overexpress EGFR and 25% express a constitutively active mutated form of EGFR. This acti‐
vation occurs through several molecular mechanisms: protein overexpression, reported in
~60% of cases; gene amplification, reported in ~40% of cases; truncated transcripts encoding
for a constitutionally active receptor, reported in ~20% (mainly EGFRvIII) of cases; and mu‐
tation of the extracellular domain (15%) [175]. These alterations, which are quite frequently
combined in the same tumor, activate the EGFR downstream signaling pathways, promot‐
ing the oncogenic process. Therefore, several strategies have been developed in order to
block the EGFR signaling pathway, including small molecule tyrosine kinase inhibitors
(TKIs), monoclonal antibodies, toxin-linked conjugates, and vaccine therapies. However,
caution is needed with EGFR inhibitors, because hypoxia and low glucose levels might con‐
vert the cytotoxic effects of EGFR inhibition into a cytoprotective effect.
Two main EGFR small molecule TKIs have been evaluated in gliomas: gefitinib and erloti‐
nib. These small molecules, which are orally delivered, block the ATP pocket of the EGFR
intracellular tyrosine kinase domain and thus inhibit activation of downstream signaling
pathways.
Growth factor pathway expression using epidermal growth factor receptor (EGFR), mutant
EGFR (EGFRvIII), platelet derived growth factor receptor (PDGFR), C-Kit and C-Abl togeth‐
er with phosphatase and tensin homolog (PTEN) expression and downstream activation of
AKT and phosphorylated ribosomal protein S6 (P70S6K) was analysed in 26 primary glioma
cultures treated with the tyrosine kinase inhibitors (TKIs) erlotinib, gefitinib and imatinib.
Response for each culture was compared with the EGFR/PDGFR immunocytochemical
pathway profile using hierarchical cluster analysis (HCA) and principal component analysis
(PCA). Erlotinib response was not strongly associated with high expression of the growth
factor pathway components. Increased EGFR expression was associated with gefitinib re‐
sponse; increased PDGFR-α expression was associated with imatinib response. The results
of this in vitro study suggest gefitinib and imatinib may have therapeutic potential in glio‐
mas with a corresponding growth factor receptor expression profile [176].
Gefitinib is a selective epidermal growth factor receptor tyrosine kinase inhibitor that inhib‐
its cell growth and induces apoptosis in human glioma cells. Gefitinib also induces death of
H4 cells with characteristics of the intrinsic apoptotic pathway, including Bax mitochondrial
translocation, mitochondrial outer membrane permeabilization, cytochrome c cytosolic re‐
lease, and caspase-9/caspase-3 activation. Gefitinib caused Bad dephosphorylation, and in‐
creased its binding preference to Bcl-2 and Bcl-xL. The dephosphorylation of Bad in
gefitinib-treated cells was accompanied by reduced intracellular cyclic AMP content and
protein kinase A (PKA) activity. Adenylyl cyclase activator forskolin attenuated, but PKA
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inhibitor H89 augmented, gefitinib-induced Bad dephosphorylation, Bax mitochondrial
translocation, caspase-9/caspase-3 activation, and viability loss. Inactivation of PKA sensi‐
tized H4, T98G, and U87 cells to gefitinib cytotoxicity, Bad dephosphorylation in serine-112,
and caspase-9/caspase-3 activation [177].
In a recent study, the molecular effects of the tyrosine kinase inhibitor gefitinib on the EGFR
signaling pathway in human glioblastoma were investigated. Resected glioblastoma tissues
exhibited high concentrations of gefitinib, 20 times higher than respective plasma. However,
no significant effect on 12 pathway constituents was detected. In contrast, in vitro treatment
of a glioblastoma cell line, BS-153, with endogenous EGFRwt amplification and EGFRvIII
expression resulted not only in dephosphorylation of the EGFR, but also of key regulators in
the pathway such as AKT. Treating established xenografts of the same cell line as an in vivo
model showed dephosphorylation of the EGFR without affecting downstream signal trans‐
ductors, similar to the human glioblastoma. Taken together, gefitinib reaches high concen‐
trations in the tumor tissue and efficiently dephosphorylates its target [178]. A phase II
study was designed to assess the safety and efficacy of gefitinib given with and following
radiation therapy in children newly diagnosed with a poor prognosis brainstem glioma. The
observation that a subset of children with this generally fatal tumor experienced long-term
progression-free survival, coupled with recent observations regarding the molecular fea‐
tures of brainstem gliomas, raises the possibility that prospective molecular characterization
may allow enrichment of treatment responders and improvement in outcome results in fu‐
ture studies of biologically targeted agents [179].
Comparative analysis of tissue obtained from patients before and after the start of treatment
suggested that EGFR phosphorylation and downstream signaling were not markedly inhib‐
ited after treatment was started. Two main mechanisms of resistance to small molecule TKIs
have been proposed. First, Stommel et al. [180] showed that several RTKs could be activated
simultaneously in gliomas maintaining activation of RTKs downstream signaling pathways.
Thus, inhibition of one single activated RTK is insufficient and could be easily bypassed by
other activated RTKs [181]. Second, in addition to RTK activation, growth factor receptor
downstream signaling pathways can be activated through a mutation of ras or PTEN or an
amplification of PI3K, inducing redundant activation of the signaling pathways [182].
Haas-Kogan et al. reported that glioblastoma patients whose tumor overexpressed and am‐
plified EGFR gene had a better tumor response to small TKIs than patients whose glioblasto‐
ma did not have these molecular abnormalities. In addition, these investigators showed that
low phospho-PKB/Akt level is associated with a good tumor response to erlotinib [183].
The combination of EGFR inhibitors with inhibitors of mTOR, a distal target of the growth
factor receptor signaling cascade (temsirolimus, sirolimus, everolimus), is a promising strat‐
egy. It became clear that the mechanisms of sensitivity and resistance in gliomas differ from
other types of tumors, such as lung cancer, in that the sensitivity in gliomas does not seem to
be linked to tyrosine kinase domain mutations. In order to achieve higher dosages than pre‐
viously used in clinical trials, we conducted a phase I trial to determine the maximum toler‐
ated dose (MTD) for the combination of erlotinib and sirolimus for the treatments of
recurrent malignant gliomas. The MTD was determined to be 150 mg daily for erlotinib and
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5 mg daily (after a 15 mg loading dose) for sirolimus. The dose-limiting toxicity s included
rash and mucositis, hypophosphatemia, altered mental status, and neutropenia. The combi‐
nation oferlotinib and sirolimus is difficult to tolerate at dosages higher than previously re‐
ported in phase II trials [184].
Ongoing trials of gefitinib, erlotinib, and other EGFR TKIs, such as lapatinib, as well as fur‐
ther tissue analysis of finished trials, may clarify whether selection of patients based on
EGFR overexpression, EGFRvIII, pAKT, and/or PTEN expression could improve results.
Other attempts to overcome resistance include trials combining EGFR TKI with cytotoxic
chemotherapy and radiotherapy as well as the use of new agents that are capable of inhibit‐
ing EGFRvIII-overexpressing cell lines in vitro, such as HKI-272 (an irreversible EGFR TKI)
and AEE788 [185].
A phase 2 study assessed the efficacy and safety of concurrent radiation therapy (RT) and
temozolomide with pharmacodynamic dose escalation of erlotinib in patients with newly
diagnosed GBM. Twenty-seven patients were treated in this study. Twenty-two (81%) pa‐
tients came off study for progressive disease (18 [67%]) or adverse events (4 [15%]). Eighteen
patients (67%) have died. Median progression-free survival was 2.8 months, and the median
overall survival was 8.6 months. Erlotinib co-administered with RT and temozolomide was
not efficacious and had an unacceptable toxicity [186].
Recently, an EGFR murine humanized monoclonal antibody, cetuximab was developed.
Little is known about the efficacy of cetuximab in glioma patients. Recently, a phase I/II
study combining cetuximab, radiation, and temozolomide was initiated in order to assess
the safety and efficacy of this combination as first-line treatment for primary glioblasto‐
ma patients [187].
6.1.3. Platelet-derived growth factor receptor PDGFR
PDGFs are a growth factor family composed of four different polypeptide chains (PDGF-A,
PDGF-B, PDGF-C, and PDGF-D) that exert their cellular effects through two types of protein
tyrosine kinase receptors: PDGFR-a and PDGFR-h. Ligand binding induces receptor dimeri‐
zation, activation, and autophosphorylation of the tyrosine kinase domain, which results in
activation of several signal transduction pathways, including Ras-MAPK, PI3K, Src family
kinase, signal transducers and activators of transcription factors (Stat), and phospholipase
Cg. Overexpression of PDGF and PDGFR has been shown to play a role in the development
of cancer through autocrine stimulation of cancer cells, development of angiogenesis, and
control of tumor interstitial pressure. Animal gliomagenesis models have suggested that
PDGFR pathways not only play a role in proliferation but also have effects on cell differen‐
tiation through dedifferentiation of mature cells, prevention of glial cell differentiation, and
even promotion of cancer stem cells [188]. Inhibition of PDGFR was correlated with de‐
creased phosphorylated extracellular signal-regulated kinase and pAKT levels, suggesting
inhibition of MAPK and PI3K pathways. PDGFR and PDGF are frequently expressed in
gliomas, particularly in secondary glioblastomas and seems to be associated with a poorer
prognosis.
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Clinical studies using the tyrosine kinase inhibitor, imatinib mesylate, in malignant gliomas,
have shown no major inhibition of tumor growth or extension of survival for patients, un‐
like those in chronic myeloid leukemia and gastrointestinal stromal tumors. Phase I data in
malignant gliomas have suggested that use of enzyme-inducing drugs significantly affects
drug metabolization [189]. However, preliminary phase II results of single-agent imatinib
have found only limited efficacy in unselected patients [189-190].
The effects of imatinib on the PDGFR downstream signaling pathways as well as on other
cellular functions in human glioblastoma cells were studied. Western blot analysis demon‐
strated that imatinib was more effective in inhibiting the activated rather than the quiescent
forms of the target proteins. Furthermore, the imatinib treatment induced the sustained acti‐
vation of extracellular signal-regulated kinase (ERK 1/2) signaling as well as components of
other downstream signaling pathways, such as PI3K/Akt, STAT3 and p38MAPK. Further
analysis indicated that the activation of ERK induced by the imatinib treatment was related
to the S-phase re-entry of the cell cycle in one of the three glioma cells. Imatinib significantly
inhibited cell migration but not cell growth. The combination treatment of imatinib with a
MEK or PI3K inhibitor resulted in significant growth inhibition but did not inhibit cell mi‐
gration beyond the inhibition achieved with the imatinib treatment alone [191. In a recent
study has been demonstrated that long-term culture with imatinib mesylate against PDGFR
and c-Kit (stem cell factor receptor) resulted in reduced cancer stem cell ability in glioblasto‐
ma cells through cell differentiation. Derived from RG glioblastoma cells co-cultured with
imatinib for 3 months, RG-IM cells showed distinct properties of cell cycle distribution and
morphology in addition to significantly decreased ability to form aggregates and colonies in
vitro and tumorigenicity in vivo. Furthermore, decreased expression of stem cell markers,
i.e., CD133, Oct-3/4, nestin, and Bmi1, and increased terminal neural cell markers, GFAP,
Tuj1, etc., were identified in RG-IM at the mRNA level [192]. Conversely, using a combina‐
tion of imatinib and hydroxyurea achieved better results compared with imatinib alone or
historical controls [193]. It has been hypothesized that imatinib potentializes hydroxyurea
cytotoxic effects through a decrease in tumor interstitial pressure (which would increase hy‐
droxyurea delivery to tumor cells) and a decrease in DNA repair secondary to imatinib-in‐
duced reduction of Rad 51 expression. The combination of imatinib, hydroxyurea, and
vatalanib, a VEGFR inhibitor, was well tolerated in a phase I trial and has been suggested as
a possible multitargeted regimen for GBM [194].
Sorafenib is an orally available antiangiogenic agent that inhibits tumor cell growth and pro‐
liferation by blocking the action of intracellular and receptor kinases, including PDGFR,
RAF kinase, VEGFR2, and c-KIT. In human glioblastoma cell lines, sorafenib inhibited pro‐
liferation synergistically in combination with bortezomib, a proteosome inhibitor, and rot‐
tlerin, an experimental inhibitor of protein kinase C[195-196]. A phase II trial found that
first-line TMZ and radiotherapy followed by TMZ plus sorafenib was tolerated by patients
with glioblastoma, although preliminary efficacy data for this regimen were similar to data
for standard therapy [197]. It has been postulated that sorafenib and protracted, daily temo‐
zolomide may provide complementary therapeutic benefit among recurrent GBM patients.
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The conclusions of this study showed that sorafenib can be safely administered with daily
temozolomide with a regimen with limited activity for recurrent GBM [198].
Tandutinib is an orally active inhibitor of PDGFR, FLT3, and c-KIT tyrosine kinase activity.
Although no preclinical data have been reported for tandutinib in glioblastoma, 2 earlyphase trials are assessing tandutinib in recurrent or progressive glioblastoma as monothera‐
py or combined with bevacizumab. In a novel study, targeted PDGFR-A mediated tumor
growth in vitro and in vivo using the tyrosine kinase inhibitor,tandutinib (MLN-518), which
strongly inhibits PDGFR-A has been evaluated. Although PDGFR-A inhibition by this agent
resulted in reduced mouse tumor cell growth and increased apoptosis in vitro, and reduced
tumor cell proliferation in vivo, tandutinib did reduce tumor volume at the doses tested (360
mg/kg) in vivo [199].
6.1.4. P13K and related pathways
Overactivation of the PI3K/AKT/mTOR pathway seems to play a key role in the down‐
stream signaling pathways promoting growth and survival in several types of tumor cells,
including glioma. Activation of such a pathway is triggered by stimulation of growth factor
receptors (including EGFR, PDGFR, fibroblast growth factor receptor, and insulin-like
growth factor-I receptor) and the Ras pathway, leading to activation of PI3K. Activated PIP3
promotes phosphorylation of AKT through translocation near the cell membrane and activa‐
tion of PDK1 and PDK2. pAKT promotes phosphorylation of several downstream effectors,
including MDM2, p21/p27, Bad, FKHR, nuclear factor-nB, caspase-9, glycogen synthase kin‐
ase-3h, and mTOR. mTOR plays a key role in downstream signaling of the PI3K/AKT path‐
way through the regulation of cellular catabolism, anabolism, proliferation, cell cycle
control, autophagy, angiogenesis, and apoptosis.
In vitro studies have suggested that mTOR activity is particularly highly activated in cells
with deficient PTEN function, including glioma cell lines. Alterations of PTEN expression
are frequent in high-grade gliomas, with PTEN mutations being present in 15% to 40% of
primary glioblastomas [200]. Preclinical studies in gliomas have suggested that PTEN-defi‐
cient tumors show enhanced sensitivity to mTOR inhibition; this provided the rationale for
clinical trials of mTOR inhibitors in glioblastomas [201].
Temsirolimus (CCI-779) is a lipid soluble analog of rapamycin that inhibits mTOR by bind‐
ing to FKBP-12, resulting in cell cycle arrest and decreased growth of several human cancer
cell lines. In a mouse model of PDGF-B driven low-grade gliomas the use of CCI-779 dem‐
onstrated dramatic anti-proliferative effect in these tumors [202]. Again, data from other
studies, demonstrated that the blockade of mTOR with CCI-779 resulted in regional apopto‐
sis and conversion in the character of surviving tumor cells from astrocytoma to oligoden‐
droglioma in a mouse model of Akt+KRas-induced GBMs [203]. In a recent research, a
combination of perifosine and CCI-779 to inhibit Akt and mTOR respectively was adopted.
In vivo, perifosine and CCI-779 showed synergy in inhibiting the PI3K/mTOR axis corre‐
sponding with decreased tumor proliferation and induction of apoptosis [204].

75

76

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

Recently, was reported that the combination of focal RT and mammalian target of rapamy‐
cin (mTOR) inhibition using clinically relevant concentrations of temsirolimus (CCI-779)
prolongs survival in a syngeneic mouse glioma model through additive cytostatic effects. In
vitro, the mTOR inhibitor CCI-779 exerted marked anti-invasive effects, irrespective of the
phosphatase and tensin homolog deleted on chromosome 10 status and counteracted the
proinvasive effect of sublethal irradiation. In this study, the G-protein signaling 4 (RGS4)
was identified as a novel target of mTOR inhibition and a key driver of glioblastoma inva‐
siveness, sensitive to the anti-invasive properties of CCI-779 [205]. A phase II study of tem‐
sirolimus was conducted in children and adolescents with high-grade glioma,
neuroblastoma or rhabdomyosarcoma. Temsirolimus administered weekly at the dose of 75
mg/m(2) did not meet the primary objective efficacy threshold in children with high-grade
glioma, neuroblastoma or rhabdomyosarcoma; however, meaningful prolonged stable dis‐
ease merits further evaluation in combination therapy [206].
Prompted by in vitro evidence of synergism between mTOR inhibitors and EGFR TKI, ongo‐
ing clinical research is concentrating efforts on such combinations, including trials of temsir‐
olimus, everolimus (RAD001), or sirolimus (rapamycin) combined with gefitinib, erlotinib,
or AEE788. A phase I study combining gefitinib and sirolimus in malignant gliomas found
no significant pharmacokinetic interaction between the two drugs. Preliminary results of a
study using gefitinib and everolimus in unselected recurrent glioblastoma patients were re‐
cently presented. Using modified radiographic criteria, responses were found in 31% of pa‐
tients, including partial and minor responses. However, median OS and PFS were not
different from historical controls [207].
Enzastaurin suppress proliferation and induced apoptosis via a caspase-dependent mecha‐
nism in glioblastoma cells in vitro and inhibited growth of human glioblastoma xenografts,
which was accompanied by decreased phosphorylation of downstream signaling molecules,
including GSK-3b [208]. Enzastaurin is a potent a PKC/PI3K/AKT inhibitor, that reduces an‐
giogenesis and has direct cytotoxic activity against glioma cells in preclinical studies. In a
novel study, therapy was well tolerated with thrombosis, thrombocytopenia, hemorrhage,
and elevated alanine aminotransferase as the most commonly observed drug-associated
grade 3 or higher toxicities. The 6-month PFS was 7% for patients with glioblastoma and
16% for patients with anaplastic glioma. Enzastaurin showed, an anti-glioma activity in pa‐
tients with recurrent high-grade glioma, but does not appear to have enough single-agent
activity to be useful as monotherapy [209].
A recent study was conducted in patients with recurrent glioblastoma or newly diagnosed
disease that was not treatable with standard (chemo)radiotherapy. In this phase 1 research,
the safety and recommended dose of the oral protein kinase C-beta inhibitor (anti-angiogen‐
ic) enzastaurin in combination with single-agent temozolomide, was evaluated. The recom‐
mended dose for enzastaurin in combination with standard 4-weekly temozolomide is
therefore 500 mg OD. Temozolomide did not appear to effect enzastaurin exposures at the
250 mg or 500 mg OD dose levels [210].
In vivo models showed that enzastaurin combined with radiotherapy synergistically re‐
duced tumor volume, radiation-induced satellite tumor formation, upregulation of VEGF
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expression, neovascularization, and GSK-3b phosphorylation [211]. An open-label, singlearm, phase II study combined enzastaurin with temozolomide plus radiation therapy (RT)
to treat glioblastoma multiforme (GBM) and gliosarcoma was reported. Progression-free
survival (PFS), toxicity, and correlations between efficacy and molecular markers analyzed
from tumor tissue samples were also evaluated. The treatment regimen was well tolerated.
Overall survival (median, 74 weeks) and progression-free survival (median, 36 weeks) re‐
sults from the current trial were comparable to those from a prior phase II study using erlo‐
tinib and were significantly better than those from 2 other previous studies that used
thalidomide or cis-retinoic acid, all in combination with temozolomide plus RT [212].
In a phase II study of enzastaurin in patients with recurrent heavily pretreated glioblastoma,
an interim analysis showed that objective radiographic responses occurred in ~20% of pa‐
tients. The subsequent phase III trial comparing lomustine and enzastaurin at first or second
recurrence was the firstphase III trial to evaluate a targeted therapy for recurrent glioblasto‐
ma. However, a planned interim analysis found that enzastaurin treatment did not signifi‐
cantly increase PFS, leading to enrolment being halted [213].
6.1.5. SRC and SRC-family kinases
SRC and SFKs are frequently activated in glioblastoma cell lines and patient samples. SRC
and SFKs are promiscuous regulators of multiple signaling pathways regulating cell growth,
proliferation, adhesion, migration, and invasion, which are important processes in tumor in‐
vasion and metastasis. In particular, SFKs mediate signaling from growth factor receptors
that are commonly overexpressed in GBM. Recently, SRC and FYN (an SFK) were shown to
mediate oncogenic EGFR and EGFRvIII signaling in a rodent GBM model [214].
Dasatinib is a potent inhibitor of SRC and SFK tyrosine kinase activity. Preclinical studies in
a wide variety of solid tumor cell lines, including prostate, breast and glioma, have shown
that dasatinib acts as a cytostatic agent, inhibiting the processes of cell proliferation, inva‐
sion and metastasis. Dasatinib also inhibits the activity of osteoclasts, which have a major
role in the development of metastatic bone lesions. Dasatinib also has inhibitory activity
against c-KIT and PDGFR.
In GBM cells, dasatinib inhibited migration and induced autophagic cell death, and autoph‐
agy was increased by combining dasatinib with TMZ [214-215]. In vivo, dasatinib inhibited
invasion, promoted tumor regression, induced apoptosis in EGFRvIII-expressing glioblasto‐
mas, and enhanced the activity of anti-EGFR antibodies.19 Recently, it has been showed that
dasatinib interacts synergistically with JSI-124, an STAT3/JAK pathway inhibitor. Depletion
of Src and STAT3 by siRNA inhibits cell proliferation and migration, suggesting that Src and
STA3 play a key role in these cellular responses [216].
Recently the efficacy of dasatinib, in patients with recurrent GBM after bevacizumab failure,
was explored. Adult patients were treated with dasatinib 70-100 mg twice daily in combina‐
tion with bevacizumab (n = 14). Of the thirteen evaluable patients, none had a complete or
partial response and only one patient had stable disease after an 8 week interval. Median
progression-free survival (PFS) was 28 days. Median overall survival was 78 days. The
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study demonstrated that Dasatinib in conjunction with bevacizumab does not appear to
have activity in patients with recurrent, heavily pretreated GBM [217].
NVP-AEW541is an inhibitor of insulin-like growth factor-I receptor (IGF-IR) kinase activity
on growth and signaling in a panel of glioma cell lines. NVP-AEW541 blocked phosphoryla‐
tion of IGF-IR in a dose- and time-dependent manner and inhibited proliferation and clono‐
genicity. NVP-AEW541 also induced loss of mitochondrial membrane potential and release
of cytochrome c and apoptosis-inducing factor (AIF) from mitochondria. Combined treat‐
ment with dasatinib and NVP-AEW541 induced significantly more apoptosis than either
agent alone in glioma cells, but not non-neoplastic astrocytes, and synergistically inhibited
clonogenic survival. Mechanistic studies indicated that combination of NVP-AEW541 and
dasatinib significantly reduced pERK and pAkt and markedly increased AIF release, Bax oli‐
gomerization and loss of mitochondrial potential compared to each agent alone. These data
indicate that activation of Bax plays a critical role in mediating NVP-AEW541 and dasatinibinduced apoptosis, and suggest the potential value of combining IGFR inhibition with other
classes of tyrosine kinase inhibitors to potentiate therapeutic efficacy [218].
6.1.6. Integrin inhibitors
Integrins are transmembrane receptors for the ECM that play a role in cell adhesion and cell
migration, namely, in endothelial cell migration, adhesion, and proliferation during angio‐
genesis. Cilengitide is a cyclic arginine– glycine–aspartic acid containing peptide that binds
to and inhibits αvβ3 and αvβ5 integrins, which are specifically involved in angiogenesis.
Cilengitide induces apoptosis in U87 glioma cells by preventing adherence to vitronectin
and tenascin, matrix protein mediators of brain tumor invasion, and growth [219]. In a
phase I study (n = 51) of recurrent high grade glioma patients, cilengitide was well tolerated
and was demonstrated to have some activity. An objective response was observed in five
patients, with two patients demonstrating prolonged complete responses [220]. The most
notable trial to date was a randomized phase II study of cilengitide, which was associated
with a median survival of 10 months in recurrent glioma patients [221].
A novel study was designed to evaluate the efficacy and tumor delivery of cilengitide in pa‐
tients with recurrent glioblastoma. The study accrued 30 patients with recurrent glioblasto‐
ma and, after recovery from surgery, patients were treated with cilengitide (2000 mg i.v.
twice weekly, maximum of 2 years of treatment). The results confirm drug delivery and pos‐
sibly retention in tumor. This study provides evidence that with established dosing, cilengi‐
tide is adequately delivered to the tumor, although as a single agent, efficacy in recurrent
glioblastoma is modest [222].
In Phase I and II GBM trials, cilengitide and the combination of cilengitide with standard
temozolomide and radiation demonstrate consistent antitumor activity and a favorable
safety profile. Preliminary results of a phase II trial of cilengitide added to radiotherapy
and temozolomide conducted in 52 patients with newly diagnosed glioblastomas suggest‐
ed efficacy in a subgroup of patients, with little or no additional toxicity [223]. A multi‐
center, phase I/IIa study, investigated the efficacy and safety of cilengitide in combination
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with standard chemoradiotherapy in newly diagnosed glioblastoma. Patients were treat‐
ed with cilengitide (500 mg) administered twice weekly intravenously in addition to
standard radiotherapy with concomitant and adjuvant temozolomide. Treatment was con‐
tinued until disease progression or for up to 35 weeks. The conclusions demonstrated
that the combination of cilengitide with temozolomide and radiotherapy was well tolerat‐
ed, with no additional toxicity [224]. In a recent study, the mechanisms of cilengitide-in‐
duced cytotoxicity in glioma cells was evaluated. The final data showed that cilengitide
treatment induced cell detachment in glioma cells plated on vitronectin in a dose-de‐
pendent manner and decreased cell viability with increasing doses. Moreover, the au‐
thors evidenced that the treatment of glioma cells with cilengitide induced autophagy in
these cells, as demonstrated by puncta LC3-GFP appearance, the increased expression of
LC3II, and increased acidic vacuole formation. Some level of cell apoptosis was observed
in the cilengitide-treated cells only after 48 hours of treatment, following the induction of
autophagy. The pretreatment of the cells with cilengitide could increase the level of au‐
tophagy induced by γ-irradiation and significantly decreased the viability of the cells
[225]. Nabors et al. examined, in a randomized phase 2 trial, the safety and efficacy of
cilengitide when combined with radiation and temozolomide for patients with newly di‐
agnosed glioblastoma multiforme. The authors showed that cilengitide was well tolerated
when combined with standard chemoradiation and may improve survival for patients
newly diagnosed with glioblastoma multiforme regardless of MGMT methylation status.
The authors concluded that, from an efficacy and safety standpoint, future trials of this
agent in this population should use the 2000 mg dose [226].
6.2. Antisense strategy
Several approaches are available to manipulate gene expression at the DNA or RNA stage of
protein synthesis. In eukaryotic organism, pre-mRNA is transcribed in the nucleus, introns
are spliced out and then the mature mRNA is exported from the nucleus to cytoplasm. The
small subunit of the ribosome usually starts by binding to one end of the mRNA and is
joined there by other eukaryotic initiation factors, forming the initiation complex. This mul‐
ti-enzymatic complex scans along the mRNA strand until it reaches a start codon, and then
the large subunit of ribosome attaches to the small subunit so that the translation of a pro‐
tein begins. This process, by which the information of a gene is converted into protein, is
referred to as “gene expression”.
Several approaches are available to specifically manipulate gene expression at the DNA or
RNA stage of protein synthesis. An interesting molecular targeting strategy is the introduc‐
tion of single-stranded antisense oligonucleotides, specific molecules involved in cell prolif‐
eration and cell death, to modify gene expression at the translational level. Antisense
oligonucleotides (AONs) are short synthetic single-stranded DNA-sequences, 13-25 nucleo‐
tides long, that bind to and induce the cleavage of homologous stretches of mRNA sequen‐
ces. These result in targeted destruction of mRNA and correction of genetic aberrations.
AONs thus can act as drug molecules and potentially rectify many disease conditions. RNA
and DNA based oligonucleotides are the most prevalent and most practical antisense drugs.
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Interactions of RNA based AONs with target mRNA inhibit gene expression by interfering
with protein translation without necessarily altering mRNA stability. AONs inhibit mRNA
function by several mechanisms including modulation of splicing and inhibiting protein
translation by disrupting ribosome assembly.
Two different and adjunctive antisense-based approaches to modulate gene expression in‐
to cancer cells are RNA interference (RNAi) and ribozymes. RNAi is mainly responsible
for the post-transcriptional regulation of gene expression but is involved in transcription‐
al regulation. RNAi is a process within living cells that moderates the activity of their
genes. RNA interference plays a fundamental role in diverse eukaryotic functions includ‐
ing viral defence, chromatin remodeling, genome rearrangement, developmental timing,
brain morphogenesis, and stem cell maintenance. The power of RNAi lies in the key dis‐
covery that endogenous RNAi gene silencing machinery can be hijacked to artificially
regulate genes of interest. The selective effect of RNAi on gene expression makes it a val‐
uable research tool, both in cell culture and in living organisms because synthetic doublestranded RNA (dsRNA) introduced into cells can induce suppression of specific genes of
interest.
Ribozymes are small oligo-ribo-nucleotides which have a specific base sequence with natu‐
ral self-splicing activity. This activity can be directed against virtually any RNA target by
the inclusion of an antisense region into the ribozyme. Some ribozymes have a self-cleavage
catalytic action while other ones are true catalysts and can carry out RNA slicing by transes‐
terification (splicesome) and peptidyl transfer (in ribosomes). A major disadvantage of ribo‐
zymes at present is that, being ribonucleic acids, they are particularly sensitive to nuclease
degradation. Ribozymes are not generally being considered as agents which may be exoge‐
nously administered. Whilst it should be possible to develop nuclease-resistant ribonucleo‐
tide analogues, present strategies employing ribozymes achieve their delivery by genetic
means, in the form of mini-gene constructs. Ribozymes are now utilized to study gene func‐
tion in HIV disease and in cancer research.
6.2.1. Antisense oligonucleotides
The choice of the target is crucial to the potential success of the therapeutic approach.
The most interesting targets are involved in apoptosis, cell proliferation, neoangiogenesis
and invasion.
In tumorigenic mice generated by subcutaneous injection of glioma cell lines, overexpres‐
sion of antisense VEGF (C6-VEGF(-/-) mice) significantly suppressed tumor growth, de‐
creased angiogenesis and reduced tumoral edema. Further studies by electron microscope
revealed that tumor-induced hyperpermeability was mediated by formation of vesiculo-va‐
cuolar organelles (VVO), specifically reducing the number of vesicle and caveolae in VVO,
and this effect was partially blocked by antisense VEGF [227].
Recently was evaluated the suitability of folate-PAMAM dendrimer conjugates for efficient
EGFR AON delivery into glioma cells, wherein they release the AON from the FA-PAMAM
to knock down EGFR expression in C6 glioma cells, both in vitro and in vivo. Folic acid was
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coupled to the surface amino groups of G5-PAMAM dendrimer (G5D) through a 1-[3-(dime‐
thylamino)propyl]-3-ethylcarbodiimide bond, and AONs corresponding to rat EGFR were
then complexed with FA-PAMAM. The AON transfection rates mediated by FA-PAMAM
and PAMAM resulting in greater suppression of EGFR expression and glioma cell growth
[228]. In a previous study, was demonstrated that antisense-EGFR transfection inhibited the
growth and transforming phenotype of U87MG cells. In this research, the co-transfection of
U87MG cells with wild-type PTEN and antisense EGFR constructs could inhibit the cellular
growth by 91.7% [229].
Inhibition of PKC-α expression by a synthetic AON inhibits proliferation of C6 glioma cells.
In addition, inhibition of PKC-α expression, has also showed growth inhibition of trans‐
formed U-87 cells transfected with antisense anti-PKC-α oligonucleotide [230]. PKC- α anti‐
sense oligonucleotide treatment in GBM and in A172 GBM cells was accompanied by
reduction in PKC-α levels and the induction of wild-type p53 and insulin-like growth factorbinding protein-3 (IGFBP3) 24-72 h after treatment. Increased IGFBP3 levels were accompa‐
nied by increased mRNA levels. Recombinant human IGFBP3 induced an apoptotic effect
that was similar to the PKC- α antisense oligonucleotide, and its effect was blocked by IGF-I
[231]. Other potential therapeutic targets are human C-raf kinase and c-Ki-RAS proteins and
signal transduction kinase proteins, involved in the control of proliferation, cellular migra‐
tion and differentiation, and cytoskeletal rearrangements.
In a murine model, was showed the down-regulation of proliferation rate of C6 glioma cells
transfected with antisense AKT2 cDNA construct. Parental C6 cells and C6 cells, transfected
with antisense construct, were implanted through lipofectamine complexes. Dominant-neg‐
ative (DN-AKT2) and antisense AKT2 constructs (AS-AKT2) were transfected into rat C6
glioma cells with elevated endogenous AKT2 expression. AKT2 expression was inhibited in
C6 cells transfected with AS-AKT2 but did not significantly change in cells transfected with
DN-AKT2. The cell migration distance was reduced in cells transfected with DN-AKT2 or
AS-AKT2 compared to the control cells and gelatin zymography showed that the produc‐
tion of MMP2 and MMP9 was inhibited in transfected cells [232]. Edwards et al. targeted the
phosphatidylinositol 3-kinase/protein kinase B (PKB)/Akt and the Ras/MAPK pathway for
their involvement in cell survival and cell proliferation. The glioblastoma cell lines U87MG,
SF-188, and U251MG were transiently transfected with an antisense oligonucleotide target‐
ing ILK (ILKAS) alone or in combination with the Raf-1 inhibitor GW5074 or with the MEK
inhibitor U0126. Glioblastoma cells transfected with ILKAS exhibited reduced levels of ILK
and phosphorylated PKB/Akt on Ser473. These results confirmed that combinations target‐
ing ILK and components of the Ras/MAPK pathway result in synergy and could potentially
be more effective against glioblastoma cancer than monotherapy [233].
During progression of human gliomas, the expression of capillary BM laminins containing
α4 chain switches from the predominant laminin-9 into lanimin-8. Effects of antisense inhib‐
ition of laminin-8 expression in glioma therapy through an in vitro model using human
GBM cell lines M059K and U-87MG co-cultured with normal human brain microvascular
endothelial cells (HBMVEC) have been observed. Laminin-8 and its receptor, integrins α3β1
and α6β1, are important for the functioning of endothelial cell BMs, which play a role in the
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maintenance of the BBB. Laminin-8 plays an important role in glioma cell invasiveness, in
combination with other proteins associated with glioma progression, such as tenascin-C,
MMP-2 and MMP-9. In this study was demonstrated a significant reduction of invasion of
co-cultures through Matrigel and through the use of morpholino oligos against α4 and β1
chains of laminin-8 [234]. The downregulation of laminin α4 chain using AONs inhibits the
motility of human glioma cells was shown. Laminin α4 chain appears to be an important
factor in glioma migration and invasion, both in vitro and in vivo [235].
The antisense modulation of Bcl-2 expression could increase the effectiveness of convention‐
al chemotherapeutic agent. Antisense human bcl-2 cDNA was transfected into human ma‐
lignant glioma cells. The effects of bcl-2 protein down-regulation on glioma cell
morphology, in vitro tumor growth, and tumorigenicity in nude mice, as well as chemosen‐
sitivity to cisplatin, were studied. Expression of antisense bcl-2 cDNA decreased bcl-2 pro‐
tein by more than sixfold. Antisense bcl-2 stable transfectants (AS-bcl-2) showed profound
morphological change, marked retarded cell growth in vitro and significantly increased cy‐
totoxicity of cisplatin [236]. Phase I and II studies are also being done to test G3139 in combi‐
nation with docetaxel in patients with advanced breast cancer, hormone-refractory prostate
cancer, and other solid tumors. By using AONs against the first six codons of the human
Bcl-2 gene transfected into malignant glioma cells (Jon52 and Roc GBM cell lines), has been
demonstrated a decrease in cell growth and an increase in apoptotic death [237]. There is a
link between resistance to chemotherapy in glioblastoma and expression of antiapoptotic
bcl-2 family members, including bcl-XL. Anti-bcl-XL AONs (ISIS 16009, ISIS 16967) in
M059K GBM cell lines have been used and demonstrated a valid correlation between reduc‐
tion of bcl-XL protein expression, induction of intrinsic apoptotic pathway and enhance‐
ment of cytotoxic responses to paclitaxel treatment, resulting in a chemosensitizing effect of
anti-bcl-XL therapy [238].

7. Conclusion
Cerebral gliomas remain essentially resistant to traditional cancer therapy. Radiation thera‐
py is limited to a largely palliative role, and chemotherapy has provided only a modest ben‐
efit in the clinical outcome. Ideally we would analyze tumor tissue in order to confirm
adequate concentrations of our agents; however, the difficulties of accessing brain tumor
samples compared with other tumor samples in systemic cancers make this a difficult task.
This also impedes our validation of biological effects in vivo, a crucial step in the assessment
of new interventions and therapies.
Understanding the genetic bases of gliomas and of the invasive behavior may suggest new
molecular targets to overcome the mechanisms of multi-drug-resistance of the actual thera‐
peutic approaches and to attack at the same time different crucial biological events of glio‐
magenesis. In recent years, basic and preclinical studies have revealed multiple new
mechanisms of gliomagenesis and corresponding targets for treatment. Glioma gene expres‐
sion and its development during gliomagenesis will may help to better understand the role
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of important molecules involved in tumor-safe brain parenchyma relationships. These mole‐
cules, such as ECM proteases, cell adhesion molecules and their related signaling pathways
show an important role in glioma cell migration and invasion and could be selectively attack
to inhibit the glioma invasive rim. Targeted therapies are adopted to disrupt the function of
their targets or deliver toxins to tumor cells expressing the target. However, drugs targeting
single molecules show a limited efficacy, because multiple abnormalities are simultaneously
present in glioma patients. It is clear that the complexity and cross-talk between signal trans‐
duction pathways limits the potential efficacy of targeting a single receptor or molecule. As
a result of a tested preclinical study, clusterin, eukaryotic initiation factor-4E (eIF-4E), integ‐
rins, metalloproteinases and other key molecules (involved in invasion and angiogenesis)
might be possible future interesting molecular targets in glioma therapy. Targeting of multi‐
ple signaling pathways by multitargeted kinase inhibitors or combinations of single-target‐
ed kinase inhibitors may increase treatment efficacies. Parallel to this is the task of
determining the unique molecular and genetic profiles of individual patient tumors so that
the most effective therapies can be selected for those individuals. Targeted agents are likely
to have the greatest potential when used in combination to increase the activity of standard
chemotherapies, broadening the range of pathways inhibited by treatment and/or counter‐
acting mechanisms of resistance. In addition, as for classic cytotoxic agents, an intact BBB
may represent an important impediment limiting the efficacy of targeted therapies.
Nanotechnology provides a unique opportunity to combat cancer on the molecular scale
through careful engineering of nanomedicines to specifically interact with cancer cells and
inhibit cancer cell function. It is also possible to take into neoplastic tissue, novel selective
contrast enhancement molecules to visualize brain tumors and to study in vivo all of their
characteristics, such as cellular proliferation, angiogenesis, necrosis, tumor-safe tissue inter‐
face, and edema. There are significant opportunities to investigate the use of nuclear imag‐
ing techniques such as positron emission tomography (PET) and single-photon emission
computed tomography (SPECT) for development of radiolabeled nanoparticles targeting
cancer. The versatility, sensitivity and tomographic imaging capabilities of these imaging
modalities will provide excellent opportunities for future development of targeted nanopar‐
ticle formulations. The surface of nanoparticles can be modified to achieve targeted delivery
and improved biocompatibility. Compounds may also be encapsulated within the interior
core of nanoparticles for multiple functions. Nanoparticle-based delivery systems could in‐
crease the overcoming of the BBB by the use of drugs with a targeted-cell specificity modali‐
ty. This approach permits the use of a lower dose of drug, a selective drug delivery to target
tumor cells, both into the central core of tumor and into the distal foci of tumor cells within
areas often characterized from integrity of the BBB [239-240]. Considerable effort has been
made toward the research and development of multifunctional nano-particle systems for
cancer targeted imaging and therapy. Theranostic nanomedicine represent an integrated
nanotherapeutic system, which can diagnose, deliver targeted therapy, and monitor the re‐
sponse to therapy. This integration of diagnostic imaging capability with therapeutic inter‐
ventions is critical to addressing the challenges of brain tumor hetereogeneity and
adaptation. As a platform technology, nanomedicine has the advantage of being able to tar‐
get multiple tumor markers and deliver multiple agents simultaneously for synergy in ad‐
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dressing the challenges of cancer hetereogeneity and adaptative resistance. Nanoparticle
drug delivery vehicles have shown the ability to encapsulate a variety of therapeutic agents
such as small molecules (hydrophilic and/or hydrophobic), peptides, protein-based drugs,
and nucleic acids. By encapsulating these molecules inside a nanocarrier, the solubility and
stability of the drugs can be improved, providing an opportunity to reevaluate potential
drugs previously ignored because of poor pharmacokinetics. Encapsulated molecules can be
released from nanocarriers in a controlled manner over time to maintain a drug concentra‐
tion within a therapeutic window or the release can be triggered by some stimulus unique to
the delivery site [241]. The surface of the nanocarrier can be engineered to increase the blood
circulation half-life and influence the bio-distribution, while attachment of targeting ligands
to the surface can result in enhanced uptake by target tissues.
On the basis of the data collected and of the limits of actual standard therapeutic protocol,
we think that targeted therapy represents an interesting approach to modify the biological
development of gliomas, probably trying to modulate crucial pathways of gliomagenesis
during precocious steps of tumor progression and more molecular targets of the same path‐
way or of two different pathways.

Author details
Maria Caffo1, Valeria Barresi2, Gerardo Caruso1, Giuseppe La Fata1, Maria Angela Pino1,
Giuseppe Raudino3, Concetta Alafaci1 and Francesco Tomasello1
*Address all correspondence to: mcaffo@unime.it
1 Neurosurgical Clinic, Department of Neurosciences Psychiatry and Anaesthesiology, Uni‐
versity of Messina School of Medicine, Messina, Italy
2 Neurosurgical Clinic Department of Human Pathology, University of Messina School of
Medicine, Messina, Italy
3 Neurosurgical Unit, Orthopedic Institute “Villa Salus”, Augusta, Siracusa, Italy

References
[1] Caruso G., Caffo M., Raudino G., Alafaci C., Tomasello F. New Therapeutic Strat‐
egies in Gliomas Treatment. In: Abujamra A.L. (ed). Brain Tumors - Current and
Emerging Therapeutic Strategies. Rijeka: Intech; 2011. p281-306.
[2] Yung WK, Albright R, Olson J, Fredericks R, Fink K, et al. A Phase II Study of Temo‐
zolamide vs. Procarbazine in Patients with Glioblastoma Multiforme at First Relapse.
British Journal of Cancer 2000; 83(5) 588-593.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[3] Osborn AG, Salzman KL, Thurnher MM, Rees JH, Castillo M. The New World
Health Organization Classification of Central Nervous System Tumors: What Can
the Neuroradiologist Really Say? American Journal of Neuroradiology 2012; 33(5)
795-802
[4] Pouratian N, Schiff D. Management of Low-Grade Glioma. Current Neurology and
Neuroscience Reports 2010; 10(3) 224-231.
[5] Pignatti F., van den Bent M, Curran D, Debruyne C, Sylvester R, et al. Prognostic Fac‐
tors for Survival in Adult Patients with Cerebral Low-Grade Glioma. Journal of Clin‐
ical Oncology 2002; 20(8) 2076-2084.
[6] Weller M. Novel Diagnostic and Therapeutic Approaches to Malignant Glioma.
Swiss Medical Weekly 2011; 141 w13210.
[7] Yin S., Van Meir E.G. p53 Pathway Alterations in Brain Tumors. In: Van Meir E.G.
(ed). CNS Cancer: Models, Markers, Prognostic Factors, Targets and Therapeutic Ap‐
proaches. New York: Humana Press (Springer); 2009. p283-314.
[8] Bredel M, Scholtens DM, Yadav AK, Alvarez AA, Renfrow JJ, et al. NFKBIA Deletion
in Glioblastomas. The New England Journal of Medicine 2011; 364(7) 627-637.
[9] TCGA. Comprehensive Genomic Characterization Defines Human Glioblastoma
Genes and Core Pathways. Nature 2008; 455(7216) 1061-1068.
[10] Zhu Y, Parada LF. The Molecular and Genetic Basis of Neurological Tumours. Na‐
ture Reviews Cancer 2002; 2(8) 616-626.
[11] Cully M, You H, Levine AJ, Mak TW. Beyond PTEN Mutations: the PI3K Pathway as
an Integrator of Multiple Inputs During Tumorigenesis. Nature Reviews Cancer
2006; 6(3) 184-192.
[12] Lee Y, Scheck AC, Cloughesy TF, Lai A, Dong J, et al. Gene Expression Analysis of
Glioblastomas Identifies the Major Molecular Basis for the Prognostic Benefit of
Younger Age. BMC Medical Genomics 2008; 1 52 doi:10.1186/1755-8794-1-52.
[13] Liang Y, Diehn M, Watson N, Bollen AW, Aldape KD, et al. Gene Expression Profil‐
ing Reveals Molecularly and Clinically Distinct Subtypes of Glioblastoma Multi‐
forme. Proceeding of the National Academy of Sciences of the USA 2005; 102(16)
5814-5819.
[14] Hanahan D, Weinberg RA. The Hallmarks of Cancer. Cell 2000; 100 (1) 57-70.
[15] Holland EC. Gliomagenesis: Genetic Alterations and Mouse Models. Nature Reviews
Genetics 2001; 2(2) 120-129.
[16] Stokoe D., Furnari F.B. The PTEN/PI3 Kinase Pathway in Human Glioma. In: Van
Meir, E.G. (ed). CNS Cancer: Models, Markers, Prognostic Factors, Targets and Ther‐
apeutic Approaches. New York: Humana Press (Springer); 2009. p315-357.

85

86

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[17] Zhao S, Lin Y, Xu W, Jiang W, Zha Z, et al. Glioma-Derived Mutations in IDH1 Dom‐
inantly Inhibit IDH1 Catalytic Activity and Induce HIF-1alpha. Science 2009;
324(5924) 261-265.
[18] Yan H, Parsons DW, Jin G, McLendon R, Rasheed BA, et al. IDH1 and IDH2 Muta‐
tions in Gliomas. The New England Journal of Medicine 2009; 360(8) 765-773.
[19] Dang L, White DW, Gross S, Bennett BD, Bittinger MA, et al. Cancer-Associated
IDH1 Mutations Produce 2-hydroxyglutarate. Nature 2009; 462(7274) 739-744.
[20] Parsons DW, Jones S, Zhang X, Lin JC, Leary RJ, et al. An Integrated Genomic Analy‐
sis of Human Glioblastoma Multiforme. Science 2008; 321(5897) 1807-1812.
[21] Phillips HS, Kharbanda S, Chen R, Forrest WF, Soriano RH, et al. Molecular Subclass‐
es of High-Grade Glioma Predict Prognosis, Delineate a Pattern of Disease Progres‐
sion, and Resemble Stages in Neurogenesis. Cancer Cell 2006; 9(3) 157-173.
[22] Carro MS, Lim WK, Alvarez MJ, Bollo RJ, Zhao X, et al. The Transcriptional Network
for Mesenchymal Transformation of Brain Tumours. Nature 2010; 463(7279) 318-325.
[23] Verhaak RG, Hoadley KA, Purdom E, Wang V, Qi Y, et al. Integrated Genomic Anal‐
ysis Identifies Clinically Relevant Subtypes of Glioblastoma Characterized by Abnor‐
malities in PDGFRA, IDH1, EGFR, and NF1. Cancer Cell 2010; 17(1) 98-110.
[24] Caruso G., Caffo M., Raudino G., Raudino F., Venza M., Tomasello F. Antisense Oli‐
gonucleotides in the Treatment of Malignant Gliomas. In: Erdmann V.A., Barciszew‐
ski J. (eds). From Nucleic Acids Sequences to Molecular Medicine, RNA
Technologies. Berlin Heidelberg: Springer-Verlag; 2012. p217-246.
[25] Demuth T, Berens ME. Molecular Mechanisms of Glioma Cell Migration and Inva‐
sion. Journal of Neuro-Oncology 2004; 70(2) 217-228.
[26] Perez-Moreno M, Jamora C, Fuchs E. Stickly Business: Orchestrating Cellular Signals
at Adherens Junction. Cell 2003; 112 535-548.
[27] Bremnes RM, Veve R, Hirsch FR, Franklin WA. The E-Cadherin Cell-Cell Adhesion
Complex and Lung Cancer Invasion, Metastasis, and Prognosis. Lung Cancer 2002;
36 107-119.
[28] Perego C, Vanoni C, Massari S, Longhi R, Pietrini G. Mammalian Lin-7 PDZ Protein
Associate with Beta-Catenin at the Cell-Cell Junctions of Epithelia and Neurons. Em‐
bo J 2000; 19 3978-3989.
[29] Dermietzel R, Spray DC. Gap Junctions in the Brain: Where, What Type, How Many
and Why? Trends in Neurosciences 1993; 16(5) 186-192.
[30] Goodenough DA, Goliger JA, Paul DL. Connexins, Connexons, and Intercellular
Communication. Annual Review of Biochemistry 1996; 65 475-502.
[31] Ruch RJ. The Role of Gap Junctional Intercellular Communication in Neoplasia. An‐
nals of Clinical & Laboratory Science 1994; 24(3) 216-231.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[32] McDonough WS, Johansson A, Joffee H et al. Gap Junction Intercellular Communica‐
tion in Gliomas is Inversely Related to Cell Motility. International Journal of Devel‐
opmental Neuroscience 1999, 17(5-6) 601-611.
[33] Soroceanu L, Manning TJ Jr, Sontheimer H. Reduced Expression of Connexin-43 and
Functional Gap Junction Coupling in Human Gliomas. Glia 2001; 33(2) 107-117.
[34] Gunia S, Hussein S, Radu DL, Putz KM, Breyer R, et al. CD44s-Targeted Treatment
With Monoclonal Antibody Blocks Intracerebral Invasion and Growth of 9L Gliosar‐
coma. Clinical and Experimental Metastasis 1999; 17(3) 221-230.
[35] Okamoto I, Kawano Y, Matsumoto M, Suga M, Kaibuchi K, et al. Regulated CD44
Cleavage Under the Control of Protein Kinase C, Calcium Influx, and the Rho Family
of Small G Proteins. The Journal of Biological Chemistry 1999; 274(36) 25525-25534.
[36] Leavesley DI, Ferguson GD, Wayner EA, Cheresh Da. Requirement of the Integrin
beta 3 Subunit for Carcinoma Cell Spreading or Migration on Vitronectin and Fibri‐
nogen. The Journal of Cell Biology 1992; 117(5) 1101-1107.
[37] Tabatabai G, Weller M, Nabors B, Picard M, Reardon D, et al. Targeting Integrins in
Malignant Glioma. Targeted Oncology 2010; 5(3) 175-181.
[38] Brown MC, Staniszewska I, Lazarovici P, Tuszynski GP, Del Valle L, Marcinkiewicz
C. Regulatory Effect of Nerve Growth Factor in α9β1 Integrin-Dependent Progres‐
sion of Glioblastoma. Neuro-Oncology 2008; 10(6) 968-980.
[39] Gingras MC, Roussel E, Bruner JM, Branch CD, Moser RP. Comparison of Cell Adhe‐
sion Molecule Expression between Glioblastoma Multiforme and Autologous Nor‐
mal Brain Tissue. Journal of Neuroimmunology 1995; 57(1-2) 143-53.
[40] Previtali S, Quattrini A, Nemni R, Truci G, Ducati A, Wrabetz L, Canal N. Alpha6 Be‐
ta4 and Alpha6 Beta1 Integrins in Astrocytomas and other CNS Tumors. Journal of
Neuropathology and Experimental Neurology 1996; 55(4) 456-465.
[41] Delamarre E, Taboubi T, Mathieu S, Berenguer C, Rigot V, et al. Expression of Integ‐
rin α6β1 Enhances Tumorigenesis in Glioma Cells. The American Journal of Patholo‐
gy 2009; 175(2) 844-855.
[42] Platten M, Wick W, Wild-Bode C, Aulwurm S, Dichgans J, Weller M. Transforming
Growth Factors Beta(1) (TGF-beta(1)) and TGF-beta(2) Promote Glioma Cell Migra‐
tion Via Up-Regulation of Alpha(V)beta(3) Integrin Expression. Biochemical and Bio‐
physical Research Communications 2000; 268(2) 607-611.
[43] Adachi Y, Lakka SS, Chandrasekar N, Yanamandra N, Gondi CS, et al. Down-Regu‐
lation of Integrin alpha(v)beta(3) Expression and Integrin-Mediated Signaling in
Glioma Cells by Adenovirus-Mediated Transfer of Antisense Urokinase-Type Plas‐
minogen Activator Receptor (uPAR) and Sense p16 Genes. The Journal of Biological
Chemistry 2001; 276(50) 47171-47177.

87

88

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[44] Bello L, Francolini M, Marthyn P, Zhang J, Carroll RS, et al. Alpha(v)beta3 and Al‐
pha(v)beta5 Integrin Expression in Glioma Periphery. Neurosurgery 2001; 49(2)
380-389.
[45] Natarajan M, Stewart JE, Golemis EA, Pugacheva EN, Alexandropoulos K, et al.
HEF1 is a Necessary and Specific Downstream Effector of FAK that Promotes the Mi‐
gration of Glioblastoma Cells. Oncogene 2006; 25(12) 1721-1732.
[46] Idbaih A, Ducray F, Sierra del Rio M, Hoang-Xuan K, Delattre JY. Therapeutic Appli‐
cation of Noncytotoxic Molecular Targeted Therapy in Gliomas: Growth Factor Re‐
ceptors and Angiogenesis Inhibitors. Oncologist 2008; 13(9) 978-992.
[47] Bellail AC, Hunter SB, Brat DJ, Tan C, van Meir EG. Microregional Extracellular Ma‐
trix Heterogeneity in Brain Modulates Glioma Cell Invasion. The International Jour‐
nal of Biochemistry & Cell Biology 2004; 36(6) 1046-1069.
[48] Wild-Bode C, Weller M, Wick W. Molecular Determinants of Glioma Cell Migration
and Invasion. Journal of Neurosurgery 2001; 94(6) 978-984.
[49] Egeblad M, Werb Z. New Functions for the Matrix Metalloproteinases in Cancer Pro‐
gression. Nature Reviews Cancer 2002; 2(3) 161-174.
[50] Sternlicht MD, Werb Z. How Matrix Metalloproteinases Regulate Cell Behavior. An‐
nual Review of Cell and Developmental Biology 2001; 17 463-516.
[51] Bissell MJ, Radisky D. Putting Tumours in Context. Nature Reviews Cancer 2001;
1(1) 46-54.
[52] Page-McCaw AJ, Ewald Z. Werb. Matrix Metalloproteinases and the Regulation of
Tissue Remodeling. Nature Reviews Molecular Cell Biology 2007; 8(3) 221-233.
[53] Hu J, Van den Steen PE, Sang QX, Opdenakker G. Matrix Metalloproteinase Inhibi‐
tors as Therapy for Inflammatory and Vascular Diseases. Nature Reviews Drug Dis‐
covery 2007; 6(6) 480-498.
[54] López-Otín C, Matrisian LM. Emerging Roles of Proteases in Tumour Suppression.
Nature Reviews Cancer 2007; 7(10) 800-808.
[55] Johnson JL, George SJ, Newby AC, Jackson CL. Divergent Effects of Matrix Metallo‐
proteinases 3, 7, 9, and 12 on Atherosclerotic Plaque Stability in Mouse Brachioce‐
phalic Arteries. Proceeding of the National Academy of Science of the United States
of America 2005; 102(43) 15575-15580.
[56] Fanjul-Fernández M, Folgueras AR, Cabrera S, López-Otín C. Matrix Metalloprotei‐
nases: Evolution, Gene Regulation and Functional Analysis in Mouse Models. Biochi‐
mica et Biophysica Acta 2010; 1803(1) 3-19.
[57] Hagemann C, Anacker J, Ernestus RI, Vince GH. A Complete Compilation of Matrix
Metalloproteinase Expression in Human Malignant Gliomas. World Journal of Clini‐
cal Oncology 2012; 3(5) 67-79.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[58] Zhao Y, Xiao A, diPierro CG, Carpenter JE, Abdel-Fattah R, et al. An Extensive Inva‐
sive Intracranial Human Glioblastoma Xenograft Model Role of High Level Matrix
Metalloproteinase 9. The American Journal of Pathology 2010; 176(6) 3032-3049.
[59] Junge CE, Sugawara T, Mannaioni G, Alagarsamy S, Conn PJ, et al. The Contribution
of Protease-Activated Receptor 1 to Neuronal Damage Caused by Transient Focal
Cerebral Ischemia. Proceedings of the National Academy of Sciences of United States
of America 2003; 100(22) 13019-13024.
[60] Loskutoff DJ, Curriden SA, Hu G, Deng G. Regulation of Cell Adhesion by PAI-1.
Acta Pathologica, Microbiologica et Immunologica Scandinavica 1999; 107(1) 54-61.
[61] Resnati M, Pallavicini I, Wang JM, Oppenheim J, Serhan CN, et al. The Fibrinolytic
Receptor for Urokinase Activates the G Protein-Coupled Chemotactic Receptor
FPRL1/LXA4R. Proceedings of the National Academy of Sciences United States of
America 2002; 99(3) 1359-1364.
[62] Bianchi E, Cohen RL, Thor III AT, Mizukami IF, Lawrence DA, et al. The Urokinase
Receptor is Expressed in Invasive Breast Cancer but not in Normal Breast Tissue.
Cancer Research 1994; 54(4) 861-866.
[63] Le DM, Besson A, Fogg DK, Choi KS, Waisman DM, et al. Exploitation of Astrocytes
by Glioma Cells to Facilitate Invasiveness: A Mechanism Involving Matrix Metallo‐
proteinase-2 and the Urokinase-type Plasminogen Activator-plasmin Cascade. Jour‐
nal of Neuroscience 2003; 23(10) 4034-4043.
[64] Zhang X, Bu XY, Zhen HN, Fei Z, Zhang JN, Fu LA. Expression and Localisation of
Urokinase-type Plasminogen Activator Gene in Gliomas. Journal of Clinical Neuro‐
science 2000; 7(2) 116-119.
[65] Yamamoto M, Sawaya R, Mohanam S, Bindal AK, Bruner JM, et al. Expression and
Localization of Urokinase-type Plasminogen Activator in Human Astrocytomas in
vivo. Cancer Research 1994; 54(14) 3656-3661.
[66] Bhattacharya A, Lakka SS, Mohanam S, Boyd D, Rao JS. Regulation of the Urokinasetype Plasminogen Activator Receptor Gene in Different Grades of Human Glioma
Cell Lines. Clinical Cancer Research 2001; 7(2) 267-276.
[67] Flannery T, Gibson D, Mirakhur M, McQuaid S, Greenan C, et al. The Clinical Signif‐
icance of Cathepsin S Expression in Human Astrocytomas. American Journal of Path‐
ology 2003; 163(1) 175-182.
[68] Levicar N, Strojnik T, Kos J, Dewey RA, Pilkington GJ, Lah TT. Lysosomal Enzymes,
Cathepsins in Brain Tumour Invasion. Journal of Neurooncology 2002; 58(1) 21-32.
[69] Mikkelsen T, Yan PS, Ho KL, Sameni M, Sloane BF, Rosenblum ML. Immunolocaliza‐
tion of Cathepsin B in Human Glioma: Implications for Tumor Invasion and Angio‐
genesis. Journal of Neurosurgery 1995; 83(2) 285-290.

89

90

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[70] Rao JS. Molecular Mechanisms of Glioma Invasiveness: The Role of Proteases. Na‐
ture Reviews Cancer 2003; 3(7) 489-501.
[71] Kobayashi T, Honke K, Gasa S, Fujii T, Maguchi S, et al. Proteolytic Processing Sites
Producing the Mature Form of Human Cathepsin D. International Journal of Bio‐
chemistry 1992; 24(9) 1487-1491.
[72] Chintala SK, Sawaya R, Gokaslan ZL, Fuller G, Rao JS. Immunohistochemical Locali‐
zation of Extracellular Matrix Proteins in Human Glioma, both in Vivo and in Vitro.
Cancer Letters 1996; 101(1) 107-114.
[73] Gritsenko PG, Ilina O, Friedl P. Interstitial Guidance of Cancer Invasion. Journal of
Pathology 2012; 226(2) 185-199.
[74] Nicholson C, Sykova E. Extracellular Space Structure Revealed by Diffusive Analy‐
sis. Trends in Neurosciences 1998; 21(5) 207-215.
[75] Delpech B, Maingonnat C, Girard N, Chauzy C, Maunoury R, et al. Hyaluronan and
Hyaluronectin in the Extracellular Matrix of Human Brain Tumor Stroma. European
Journal of Cancer 1993; 29(7) 1012-1017.
[76] Bourdon MA, Ruoslahti E. Tenascin Mediates Cell Attachment through an RGD-De‐
pendent Receptor. The Journal of Cell Biology 1989; 108(3) 1149-1155.
[77] Chiquet-Ehrismann R. Tenascins, a Growing Family of Extracellular Matrix Protein.
Experientia 1995; 51(9-10) 853-862.
[78] Germanò A, Caffo M, Caruso G, La Rosa G, Galatioto S, Tomasello F. A Preliminary
Study of Angiogenesis in Paediatric Glioblastoma Multiforme and its Correlation
with Survival. Childs Nervous System 2001; 17(10) 577-583.
[79] Jallo GI, Friedlander DR, Kelly PJ, Wisoff JH, Grumet M, Zagzag D. Tenascin-C Ex‐
pression in the Cyst Wall and Fluid of Human Brain Tumours Correlates with An‐
giogenesis. Neurosurgery 1997; 41(5) 1052-1059.
[80] Zagzag D, Friedlander DR, Miller DC, Dosik J, Cangiarella J, et al. Tenascin Expres‐
sion in Astrocytomas Correlates with Angiogenesis. Cancer Research 1995; 55(4)
907-914.
[81] Brooks PC, Clark RA, Cheresh DA. Requirement of Vascular Integrin Alpha v Beta 3
for Angiogenesis. Science 1994; 264(5158) 569-571.
[82] Sakai T, Johnson KJ, Murozono M, Sakai K, Magnuson MA, et al. Plasma Fibronectin
Supports Neuronal Survival and Reduces Brain Injury Following Transient Focal
Cerebral Ischemia but is not Essential for Skin-Wound Healing and Hemostasis. Na‐
ture Medicine 2001; 7(3) 324-330.
[83] Caffo M, Germanò A, Caruso G, Meli F, Galatioto S, et al. (2004). An Immunohisto‐
chemical Study of Extracellular Matrix Proteins Laminin, Fibronectin and Type IV
Collagen in Paediatric Glioblastoma Multiforme. Acta Neurochirurgica 2004; 146(10)
1113-1118.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[84] Knott JC, Mahesparan R, Garcia-Cabrera I, Bolge Tysnes B, Edvardsen K, et al. Stim‐
ulation of Extracellular Matrix Components in the Normal Brain by Invading Glioma
Cells. International Journal of Cancer 1998; 75(6) 864-872.
[85] Mahesparan R, Read TA, Lund-Johansen M, Skaftnesmo KO, Bjerkvig R, Engebraat‐
en O. Expression of Extracellular Matrix Component in a Highly Infiltrative in Vivo
Glioma Model. Acta Neuropathologica 2003; 105(1) 49-57.
[86] Lin ZX, Yang LJ, Huang Q, Fu J. Activated Vascular Endothelia Regulate Invasion of
Glioma Cells through Expression of Fibronectin. Chinese Medical Journal 2010;
123(13) 1754-1761.
[87] Ulrich TA, de Juan Pardo EM, Kumar S. The Mechanical Rigidity of the Extracellular
Matrix Regulates the Structure, Motility, and Proliferation of Glioma Cells. Cancer
Research 2009; 69(10) 4167-4174.
[88] Sengupta S, Nandi S, Hindi ES, Wainwright DA, Han Y, Lesniak MS. Short Hairpin
RNA-Mediated Fibronectin Knockdown Delays Tumor Growth in a Mouse Glioma
Model. Neoplasia 2010; 12(10) 837-847.
[89] Prieto AL, Edelman GM, Crossin KL. Multiple Integrins Mediate Cell Attachment to
Cytotactin/Tenascin. Proceeding of the National Academy of Sciences of the United
States of America 1993; 90(21) 10154-10158.
[90] Timpl R, Brown JC. The Laminins. Matrix Biology 1994; 14(4) 275-281.
[91] LeMosy EK, Lightner VA, Erickson HP. Structural Analysis of a Human Glial Variant
Laminin. Experimental Cell Research 1996; 227(1) 80-88.
[92] Bjerkvig R, Laerum OD, Rucklidge GJ. Immunocytochemical Characterization of Ex‐
tracellular Matrix Protein Expressed by Cultured Glioma Cells. Cancer Research
1989; 49(19) 5424-5428.
[93] Ogawa K, Oguchi M, Nakashima Y, Yamabe H. Distribution of Collagen Type IV in
Brain Tumors: an Immunohistochemical Study. Journal of Neuro-Oncology 1989;
7(4) 357-366.
[94] Berindan-Neagoe I, Chiorean R, Braicu C, Florian IS, Leucuta D, et al. Quantitative
mRNA Expression of Genes Involved in Angiogenesis, Coagulation and Inflamma‐
tion in Multiforme Glioblastoma Tumoral Tissue versus Peritumoral Brain Tissue:
Lack of Correlation with Clinical Data. European Cytokine Network 2012; 23(2)
45-55.
[95] Del Maestro RF, Megyesi JF, Farrell CL. Mechanisms of Tumor-Associated Edema: a
Review. Canadian Journal of Neurological Sciences 1990; 17(2) 177-183.
[96] Jain RK, di Tomaso E, Duda DG, Loefflers LB, Sorensen AG, et al. Angiogenesis in
Brain Tumours. Nature Reviews Neuroscience 2007; 8(8) 610-622.

91

92

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[97] Barresi V, Cerasoli S, Vitarelli E, Tuccari G. Density of Microvessels Positive for
CD105 (Endoglin) is Related to Prognosis in Meningiomas. Acta Neuropathologica
2007; 114(2) 147-156.
[98] Cheifetz S, Bellon T, Cales C, Vera S, Bernabeu C, et al. Endoglin is a Component of
the Transforming Growth Factor-Beta Receptor System in Human Endothelial Cells.
The Journal of Biological Chemistry 1992; 267(27) 19027-19030.
[99] Behrem S, Zarkovic K, Eskinja N, Jonjic N. Endoglin is a Better Marker than CD31 in
Evaluation of Angiogenesis in Glioblastoma. Croatian Medical Journal 2005; 46(3)
417-22.
[100] Yao Y, Kubota T, Takeuchi H, Sato K. Prognostic Significance of Microvessel Density
Determined by an anti-CD105/Endoglin Monoclonal Antibody in Astrocytic Tumors:
Comparison with an anti-CD31 Monoclonal Antibody. Neuropathology 2005; 25(3)
201-206.
[101] Netto GC, Bleil CB, Hilbig A, Coutinho LM. Immunohistochemical Evaluation of the
Microvascular Density through the Expression of TGF-Beta (CD 105/Endoglin) and
CD 34 Receptors and Expression of the Vascular Endothelial Growth Factor (VEGF)
in Oligodendrogliomas. Neuropathology 2008; 28(1) 17-23.
[102] Burrows FJ, Derbyshire EJ, Tazzari PL, Amlot P, Gazdar AF, et al. Up-Regulation of
Endoglin on Vascular Endothelial Cells in Human Solid Tumours: Implications for
Diagnosis and Therapy. Clinical Cancer Research 1995; 1(12) 1623-1634.
[103] Seon BK, Haba A, Matsuno F, Takahashi N, Tsujie M, et al. Endoglin-Targeted Can‐
cer Therapy. Current Drug Delivery 2011; 8(1) 135-143.
[104] Zagzag D, Amirnovin R, Greco MA, Yee H, Holash J, et al. Vascular Apoptosis and
Involution in Gliomas Precede Neovascularization: a Novel Concept for Glioma
Growth and Angiogenesis. Laboratory Investigation 2000; 80(6) 837-849.
[105] Holash J, Maisonpierre PC, Compton D, Boland P, Alexander LR, et al. Vessel Coop‐
tion, Regression, and Growth in Tumors Mediated by Angiopoietins and VEGF. Sci‐
ence 1999; 284(5422) 1994-1998.
[106] Zadeh G, Qian B, Okhowat A, Sabha N, Kontos CD, Guha A. Targeting the Tie2/Tek
Receptor in Astrocytomas. The American Journal of Pathology 2004; 164(2) 467-476.
[107] Mao Y, Schwarzbauer JE. Fibronectin Fibrillogenesis, a Cell-Mediated Matrix Assem‐
bly Process. Matrix Biology 2005; 24(6) 389-399.
[108] Ljubimova JY, Fujita M, Khazenzon NM, Ljubimova AV, Black KL. Changes in Lami‐
nin Isoforms Associated with Brain Tumor Invasion and Angiogenesis. Frontiers in
Bioscience 2006; 11 81-88.
[109] Lakka SS, Gondi CS, Rao JS. Proteases and Glioma Angiogenesis. Brain Pathology
2005; 15(4) 327-341.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[110] Ferrara N, Kerbel RS. Angiogenesis as a Therapeutic Target. Nature 2005; 438(7070)
967-974.
[111] Semenza GL. Targeting HIF-1 for Cancer Therapy. Nature Reviews Cancer 2003;
3(10) 721-732.
[112] Shweiki D, Itin A, Soffer D, Keshet E. Vascular Endothelial Growth Factor Induced
by Hypoxia May Mediate Hypoxia-Initiated Angiogenesis. Nature 1992; 359(6398)
843-845.
[113] Weidemann A, Johnson RS. Biology of HIF-1α. Cell Death & Differentiation 2008;
15(4) 621-627.
[114] Kamiyama H, Takano S, Tsuboi K, Matsumura A. Anti-Angiogenic Effects of SN38
(Active Metabolite of Irinotecan): Inhibition of Hypoxia-Inducible Factor 1 Alpha
(HIF-1a)/Vascular Endothelial Growth Factor (VEGF) Expression of Glioma and
Growth of Endothelial Cells. Journal of Cancer Research and Clinical Oncology 2005;
131(4) 205-213.
[115] Lee Y, Scheck AC, Cloughesy TF, Lai A, Dong J, et al. Gene Expression Analysis of
Glioblastomas Identifies the Major Molecular Basis for the Prognostic Benefit of
Younger Age. BMC Medical Genomics 2008; 1:52.
[116] Ito TK, Ishii G, Chiba H, Ochiai A. The VEGF Angiogenic Switch of Fibroblasts is
Regulated by MMP-7 from Cancer Cells. Oncogene 2007; 26(51) 7194-7203.
[117] Ferrara N. Vascular Endothelial Growth Factor: Basic Science and Clinical Progress.
Endocrine Reviews 2004; 25(4) 581-611.
[118] Gerber HP, Malik AK, Solar GP, Sherman D, Liang XH, et al. VEGF Regulates Hae‐
matopoietic Stem Cell Survival by an Internal Autocrine Loop Mechanism. Nature
2002; 417(6892) 954-958.
[119] Valter MM, Hugel A, Huang HJ, Cavenee WK, Wiestler OD, et al. Expression of the
Ets-1 Transcription Factor in Human Astrocytomas is Associated with Fms-like Tyro‐
sine Kinase-1 (Flt-1)/Vascular Endothelial growth Factor Receptor-1 Synthesis and
Neoangiogenesis. Cancer Research 1999; 59(21) 5608-5614.
[120] Esser S, Lampugnani MG, Corada M, Dejana E, Risau W. Vascular Endothelial
Growth Factor Induces VE-Cadherin Tyrosine Phosphorylation in Endothelial Cells.
Journal of Cell Science 1998; 111(Pt 13) 1853-1865.
[121] Gerhardt H, Golding M, Fruttiger M, Ruhrberg C, Lundkvist A, et al. VEGF Guides
Angiogenic Sprouting Utilizing Endothelial Tip Cell Filopodia. The Journal of Cell
Biology 2003; 161(6) 1163-1177.
[122] Morales-Ruiz M, Fulton D, Sowa G, Lanquino LR, Fujio Y, et al. Vascular Endothelial
Growth Factor Stimulated Actin Reorganization and Migration of Endothelial Cells
is Regulated via the Serine/Threonine Kinase Akt. Circulation Research 2000; 86(8)
892-896.

93

94

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[123] Wong ML, Prawira A, Kaye AH, Hovens CM. Tumour Angiogenesis: its Mechanism
and Therapeutic Implications in Malignant Gliomas. Journal of Clinical Neuroscience
2009; 16(9) 1119-1130.
[124] Jain RK. Molecular Regulation of Vessel Maturation. Nature Medicine 2003; 9(6)
685-693.
[125] Schmidt NO, Westphal M, Hagel C, Ergun S, Stavrou D, et al. Levels of Vascular En‐
dothelial Growth Factor, Hepatocyte Growth Factor/Scatter Factor and Basic Fibro‐
blast Growth Factor in Human Gliomas and their Relation to Angiogenesis.
International Journal of Cancer 1999; 84(1) 10-18.
[126] Mandriota SJ, Pepper MS. Vascular Endothelial Growth Factor-Induced in vitro An‐
giogenesis and Plasminogen Activator Expression are Dependent on Endogenous Ba‐
sic Fibroblast Growth Factor. Journal of Cell Science 1997; 110(Pt 18) 2293-2302.
[127] Sato Y, Rifkin DB. Autocrine Activities of Basic fibroblast Growth factor: Regulation
of Endothelial Cell Movement, Plasminogen Activator Synthesis, and DNA Synthe‐
sis. The Journal of Cell Biology 1988; 107(3) 1199-1205.
[128] Lindahl P, Johansson BR, Leveen P, Betsholtz C. Pericyte Loss and Microaneurysm
Formation in PDGF-B-Deficient Mice. Science 1997; 277(5323) 242-245.
[129] Sun J, Wang DA, Jain RK, Carie A, Paquette S, et al. Inhibiting Angiogenesis and Tu‐
morigenesis by a Synthetic Molecule that Blocks Binding of both VEGF and PDGF to
their Receptors. Oncogene 2005; 24(29) 4701-4709.
[130] Caruso G, Caffo M, Raudino G, Alafaci C, Salpietro FM, Tomasello F. Antisense Oli‐
gonucleotides and Extracellular Matrix Proteins: Innovative Therapeutic Targets in
the Treatment of High Grade Gliomas. Recent Patents on CNS Drug Discovery 2010;
5(1) 53-69.
[131] Saunders WB, Bohnsack BL, Faske SB, Anthis NJ, Bayless KJ, et al. Coregulation of
Vascular Tube Stabilization by Endothelial Cell TIMP-2 and Pericyte TIMP-3. The
Journal of Cell Biology 2006; 175(1) 179-191.
[132] Davis GE, Senger DR. Endothelial Extracellular Matrix: Biosynthesis, Remodeling,
and Functions During Vascular Morphogenesis and neovessel Stabilization. Circula‐
tion Research 2005; 97(11) 1093-1107.
[133] Miner JH. Laminins and their Roles in Mammals. Microscopy Research Technique
2008; 71(5) 349-356.
[134] Krishnan L, Underwood CJ, Maas S, Ellis BJ, Kode TC, et al. Effect of Mechanical
Boundary Conditions on Orientation of Angiogenic Microvessels. Cardiovascular Re‐
search 2008; 78(2) 324-332.
[135] Platten M, Wick W, Weller M. Malignant Glioma Biology: Role for TGF-Beta in
Growth, Motility, Angiogenesis, and Immune Escape. Microscopy Research Techni‐
que 2001; 52(4) 401-410.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[136] Graeber MB, Scheithauer BW, Kreutzberg GW. Microglia in Brain Tumors. Glia 2002;
40(2) 252-259.
[137] Watters JJ, Schartner JM, Badie B. Microglia Function in Brain Tumors. Journal of
Neuroscience Research 2005; 81(3) 447-455.
[138] Badie B, Schartner JM. Flow Cytometric Characterization of Tumor-Associated Mac‐
rophages in Experimental Gliomas. Neurosurgery 2000; 46(4) 957-962.
[139] Okada M, Saio M, Kito Y, Ohe N, Yano H, et al. Tumor-Associated Macrophage/
Microglia Infiltration in Human Gliomas is Correlated with MCP-3, but not MCP-1.
International Journal of Oncology 2009; 34(6) 1621-1627.
[140] Suzuki Y, Funakoshi H, Machide M, Matsumoto K, Nakamura T. Regulation of Cell
Migration and Cytokine Production by HGF-like Protein (HLP)/Macrophage Stimu‐
lating Protein (MSP) in Primary Microglia. Biomedical Research 2008; 29(2) 77-84.
[141] Tanaka Y, Kobayashi H, Suzuki M, Kanayama N, Suzuki M, Terao T. Thymidine
Phosphorylase Expression in Tumor-Infiltrating Macrophages may be Correlated
with Poor Prognosis in Uterine Endometrial Cancer. Human Pathology 2002; 33(11)
1105-1113.
[142] Shono T, Ono M, Izumi H, Jimi SI, Matsushima K, et al. Involvement of the Tran‐
scription Factor NFkB in Tubular Morphogenesis of Human Microvascular Endothe‐
lial Cells by Oxidative Stress. Molecular and Cellular Biology 1996; 16(8) 4231-4239.
[143] Venza M, Visalli M, Alafaci C, Caffo M, Caruso G, et al. Interleukin-8 (IL-8) Overex‐
pression in Astrocytomas is Induced by Prostaglandin E2 (PGE2) and is Associated
to the Transcription Factors CCAAT Enhancer Binding Protein-beta (C/EPB-β) and
C/EBP Homologous Protein (CHOP). Neurosurgery 2011; 69(3) 713-721.
[144] Pollard JW. Tumour-Educated Macrophages Promote Tumour Progression and
Metastasis. Nature Review Cancer 2004; 4(1) 71-78.
[145] Hildenbrand R,Wolf G, Bohme B, Bleyl U, Steinborn A. Urokinase Plasminogen Acti‐
vator Receptor (CD87) Expression of Tumor-Associated Macrophages in Ductal Car‐
cinoma in situ, Breast Cancer, and Resident Macrophages of Normal Breast Tissue.
Journal of Leukocyte Biology 1999; 66(1) 40-49.
[146] Hu DE, Hory Y, Fan TP. Interleukin-8 Stimulates Angiogenesis in Rats. Inflammation
1993;17:135–43.
[147] Shannon AM, Bouchier-Hayes DJ, Condron CM, Toomey D. Tumour Hypoxia, Che‐
motherapeutic Resistance and Hypoxia-Related Therapies. Cancer Treatment Re‐
views 2003; 29(4) 297-307.
[148] Murdoch C, Giannoudis A, Lewis CE. Mechanisms Regulating the Recruitment of
Macrophages into Hypoxic Areas of Tumors and Other Ischemic Tissues. Blood 2004;
104(8) 2224-2234.

95

96

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[149] Bosco MC, Reffo G, Puppo M, Varesio L. Hypoxia Inhibits the Expression of the
CCR5 Chemokine Receptor in Macrophages. Cellular Immunology 2004; 228(1) 1-7.
[150] Sweet MJ, Hume DA. CSF-1 as a Regulator of Macrophage Activation and Immune
Responses. Archivium Immunologiae et Therapiae Experimentalis 2003; 51(3)
169-177.
[151] Schmeisser A, Marquetant R, Illmer T, Graffy C, Garlichs CD, et al. The Expression of
Macrophage Migration Inhibitory Factor 1alpha (MIF 1alpha) in Human Atheroscler‐
otic plaques is Induced by Different Proatherogenic Stimuli and Associated with Pla‐
que Instability. Atherosclerosis 2005; 178(1) 83-94.
[152] Sun B, Nishihira J, Yoshiki T, Kondo M, Sato Y, et al. Macrophage Migration Inhibito‐
ry Factor Promotes Tumor Invasion and Metastasis via the Rho-Dependent Pathway.
Clinical Cancer Research 2005; 11(3) 1050-1058.
[153] Markovic DS, Glass R, Synowitz M, Rooijen N, Kettenmann H. Microglia Stimulate
the Invasiveness of Glioma Cells by Increasing the Activity of Metalloprotease-2.
Journal of Neuropathology & Experimental Neurology 2005; 64(9) 754-762.
[154] Caffo M, Caruso G, Barresi V, Pino MA, Venza M, et al. Immunohistochemical Study
of CD68 and CR3/43 in Astrocytic Gliomas. Journal of Analytical Oncology 2012; 1(1)
42-49.
[155] Held-Feindt J, Hattermann K, Muerkoster SS, Wedderkopp H, Knerlich-Lukoschus F,
et al. CX3CR1 Promotes Recruitment of Human Glioma-Infiltrating Microglia/Macro‐
phages (GIMs). Experimental Cell Research 2010; 316(9) 1553-1566.
[156] Tibbets KM, Emnett RJ, Gao F, Perry A, Gutmann DH, Leonard JR. Histopathological
Predictors of Pilocytic Astrocytoma Event-Free Survival. Acta Neuropathologica
2009; 117(6) 657-665.
[157] Jansen M, de Witt Hamer PC, Witmer AN, Troost D, van Noorden CJ. Current Per‐
spectives on Antiangiogenesis Strategies in the Treatment of Malignant Gliomas.
Brain Research Review 2004; 45(3) 143-163.
[158] Goldbrunner RH, Bendszus M, Wood J, Kiderlen M, Sasaki M, Tonn JC. PTK787/
ZK222584, an Inhibitor of Vascular Endothelial Growth Factor Receptor Tyrosine
Kinases, Decreases Glioma Growth and Vascularization. Neurosurgery 2004; 55(2)
426-432.
[159] Gerstner ER, Eichler AF, Plotkin SR, Drappatz J, Doyle CL, et al. Phase I Trial with
Biomarker Studies of Vatalanib (PTK787) in Patients with Newly Diagnosed Glio‐
blastoma Treated with Enzyme Inducing Anti-Epileptic Drugs and Standard Radia‐
tion and Temozolomide. Journal of Neuro-Oncology 2011; 103(2) 325-332.
[160] Ryan AJ, Wedge SR. ZD6474-a Novel Inhibitor of VEGFR and EGFR Tyrosine Kinase
Activity. British Journal of Cancer 2005; 92(1) S6-13.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[161] Sandstrom M, Johansson M, Andersson U, Bergh A, Bergenheim AT, Henriksson R.
The Tyrosine Kinase Inhibitor ZD6474 Inhibits Tumour Growth in an Intracerebral
Rat Glioma Model. British Journal of Cancer 2004; 91(6) 1174-1180.
[162] Sandstrom M, Johansson M, Bergstrom P, Bergheneim AT, Henriksson R Effects of
the VEGFR Inhibitor ZD6474 in Combination with Radiotherapy and Temozolomide
in an Orthotopic Glioma Model. Journal of Neuro-Oncology 2008; 88(1) 1-9.
[163] Reardon Da, Conrad Ca, Cloughesy T, Prados MD, Friedman HS, et al. Phase I Study
of AEE788, a Novel Multitarget Inhibitor of ErbB- and VEGF-Receptor-Family Tyro‐
sine Kinases, in Recurrent Glioblastoma Patients. Cancer Chemotherapy Pharmacol
2012; 69(6) 1507-1518.
[164] Batchelor TT, Sorensen AG, di Tomaso E, Zhang WT, Duda DG, et al. AZD2171, a
pan-VEGF Receptor Tyrosine Kinase Inhibitor, Normalizes Tumor Vasculature and
Alleviates Edema in Glioblastoma Patients. Cancer Cell 2007; 11(1) 83-95.
[165] Kamoun WS, Ley CD, Farrar CT, Duyermaqn AM, Lahdenranta J, et al. Edema Con‐
trol by Cediranib, a Vascular Endothelial Growth Factor Receptor-Targeted Kinase
Inhibitor, Prolongs Survival Despite Persistent Brain Tumor Growth in Mice. Journal
of Clinical Oncology 2009; 27(15) 2542-2552.
[166] Batchelor T, Mulholland P, Neyns B. A Phase III Randomized Study Comparing the
Efficacy of Cediranib as Monotherapy, and in Combination with Lomustine, with Lo‐
mustine Alone in Recurrent Glioblastoma Patients. Annals of Oncology 2010;
21(8) :viii4 (LBA7).
[167] Pan E, Yu D, Yue B, Potthast L, Chowdhary S, Smith P, Chamberlain M. A Prospec‐
tive Phase II Single-Institution Trial of Sunitinib for Recurrent Malignant Glioma.
Journal of Neuro-Oncology 2012 Jul 26.
[168] D’Amico R, Lei L, Kennedy BC, Sisti J, Ebiana V, et al. The Addition of Sunitinib to
Radiation Delays Tumor Growth in a Murine Model of Glioblastoma. Neurological
Research 2012; 34(3) 252-261.
[169] Stefanik DF, Fellows WK, Rizkalla LR, Rizkalla WM, Stefanik PP, et al. Monoclonal
Antibodies to Vascular Endothelial Growth Factor (VEGF) and the VEGF Receptor,
FLT-1, Inhibit the Growth of C6 Glioma in a Mouse Xenograft. Journal of Neuro-On‐
cology 2001; 55(2) 91-100.
[170] Nagane M, Nishikawa R, Narita Y, Kobayashi H, Takano S, et al. Phase II Study of
Single-agent Bevacizumab in Japanese Patients with Recurrent Malignant Glioma.
Japanese Journal of Clinical Oncology 2012.
[171] Norden AD, Young GS, Setayesh K, Muzikansky A, Klufas R, et al. Bevacizumab for
Recurrent Malignant Gliomas: Efficacy, Toxicity, and Patterns of Recurrence. Neurol‐
ogy 2008; 70(10) 779-787.

97

98

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[172] Vredenburgh JJ, Desjardins A, Herndon JE II, Dowell JM, Reardon DA, et al. Phase II
Trial of Bevacizumab and Irinotecan in Recurrent Malignant Gliomas. Clinical Can‐
cer Research 2007; 13(4) 1253-1259.
[173] Gil MJ, De Las Penas R, Reynes G, Balana C, Perez-Segura P, et al. Bevacizumab Plus
Irinotecan in Recurrent Malignant Glioma Shows High Overall Survival in a Multi‐
center Retrospective Pooled series of the Spanish Neuro-Oncology Research Group
(GEINO). Anticancer Drugs 2012.
[174] Shapiro LQ, Beal K, Goenka A, Karimi S, Iwamoto FM, et al. Patterns of Failure After
Concurrent Bevacizumab and Hypofractionated Stereotactic Radiation Therapy for
Recurrent High-Grade Glioma. International Journal of Radiation Oncol Biol Phys
2012.
[175] Zhang H, Berezov A, Wang Q, Zhang G, Drebin J, et al. ErbB Receptors: From Onco‐
genes to Targeted Cancer Therapies. Journal of Clinical Investigation 2007; 117(8)
2051-2058.
[176] Kinsella P, Howley R, Doolan P, Clarke C, Madden SF, et al. Characterization and
Response of Newly Developed High-Grade Glioma Cultures to the Tyrosine Kinase
Inhibitors, Erlotinib, Gefitinib and Imatinib. Exp Cell Res 2012; 318(5) 641-652.
[177] Chang CY, Shen CC, Su HL, Chen CJ. Gefitinib Induces Apoptosis in Human Glioma
Cells by Targeting Bad Phosphorylation. Journal of Neuro-Oncology 2011; 105(3)
507-522.
[178] Hegi ME, Diserens AC, Bady P, Kamoshima Y, Kouwenhoven MC, et al. 11. Pathway
Analysis of Glioblastoma Tissue after Preoperative Treatment with the EGFR Tyro‐
sine Kinase Inhibitor Gefitinib--a Phase II Trial. Mol Cancer Therapy 2011; 10(6)
1102-1112.
[179] Pollack IF, Stewart CF, Kocak M, Poussaint TY, Broniscer A, et al. A Phase II Study of
Gefitinib and Irradiation in Children with Newly Diagnosed Brainstem Gliomas: a
Report from the Pediatric Brain Tumor Consortium. Neuro Oncology 2011; 13(3)
290-297.
[180] Stommel JM, Kimmelman AC, Ying H, Nabioullin R, Ponugoti AH, et al. Coactiva‐
tion of Receptor Tyrosine Kinases Affects the Response of Tumor Cells to Targeted
Therapies. Science 2007; 318(5848) 287-290.
[181] Ji H, Zhao X, Yuza Y, Shimamura T, Li D, et al. Epidermal Growth Factor Receptor
Variant III Mutations in Lung Tumorigenesis and Sensitivity to Tyrosine Kinase In‐
hibitors. Proceedings of the National Academy of Science of the United States of
America 2006; 103(20) 7817-7822.
[182] Broderick DK, Di C, Parrett TJ,Samuels YR, Cummins JM, et al. Mutations of PIK3CA
in Anaplastic Oligodendrogliomas, High-Grade Astrocytomas, and Medulloblasto‐
mas. Cancer Research 2004; 64(15) 5048-5050.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[183] Haas-Kogan DA, Prados MD, Tihan T, Eberhard DA, Jelluma EN, et al. Epidermal
Growth Factor Receptor, Protein Kinase B/Akt, and glioma Response to Erlotinib.
Journal of the National Cancer Institute 2005; 97(12) 880-887.
[184] Nghiempu PL, Lai A, Green RM, Reardon DA, Cloghesy T. A Dose Escalation Trial
for the Combination of Erlotinib and Sirolimus for Recurrent Malignant Gliomas.
Journal of Neuro-Oncology 2012.
[185] Traxler P, Allegrini PR, Brandt R, Brueggen J, Cozens R, et al. AEE788: a Dual Family
Epidermal Growth Factor Receptor/ErbB2 and Vascular endothelial Growth Factor
Receptor Tyrosine Kinase Inhibitor with Antitumor and Antiangiogenic Activity.
Cancer Research 2004; 64(14) 4931-4941.
[186] Peereboom DM, Shepard DR, Ahluwalia MS, Brewer CJ, Agarwal N, et al. Phase II
Trial of Erlotinib with Temozolomide and Radiation in Patients with Newly Diag‐
nosed Glioblastoma Multiforme. Journal of Neuro-Oncology 2010; 98(1) 93-99.
[187] Combs SE, Heeger S, Haselmann R, Edler L, Debus J, Schulz-Ertner D. Treatment of
Primary Glioblastoma Multiforme with Cetuximab, Radiotherapy and Temozolo‐
mide (GERT)-Phase I/II Trial: Study Protocol. BMC Cancer 2006; 6 133.
[188] Dai C, Celestino JC, Okada Y, Louis DN, Fuller GN, Holland EC. PDGF Autocrine
Stimulation Dedifferentiates Cultured Astrocytes and Induces Oligodendrogliomas
and Oligoastrocytomas from Neural Progenitors and Astrocytes in vivo. Genes &
Development 2001; 15(15) 1913-1925.
[189] Wen PY, Yung WK, Lamborn KR, Dahia PL, Wang Y, et al. Phase I/II Study of Imati‐
nib Mesylate for Recurrent Malignant Gliomas: North American Brain Tumor Con‐
sortium Study 99-08. Clinical Cancer Research 2006; 12(16) 4899-4907.
[190] Raymond E, Brandes AA, Dittrich C, Fumoleau P, Coudert B, et al. Phase II Study of
Imatinib in Patients with Recurrent Gliomas of Various Histologies: a European Or‐
ganisation for Research and Treatment of Cancer Brain Tumor Group Study. Journal
of Clinical Oncology 2008; 26(28) 4659-4665.
[191] Dong Y, Jia L, Wang X, Tan X, Xu J, et al. Selective Inhibition of PDGFR by Imatinib
Elicits the Sustained activation of ERK and Downstream Receptor Signaling in Malig‐
nant Glioma Cells. International Journal of Oncology 2011; 38(2) 555-569.
[192] Dong Y, Han Q, Zou Y, Deng Z, Lu X, et al. Long-term Exposure to Imatinib Re‐
duced Cancer Stem Cell Ability through Induction of Cell Differentiation Via Activa‐
tion of MAPK Signaling in Glioblastoma Cells. Molecular and Cellular Biochemistry
2012.
[193] Reardon DA, Egorin MJ, Quinn JA, Rich JN, Gururangan S, et al. Phase II Study of
Imatinib Mesylate plus Hydroxyurea in Adults with Recurrent Glioblastoma Multi‐
forme. Journal of Clinical Oncology 2005; 23(36) 9359-9368.
[194] Reardon DA, Egorin MJ, Desjardins A, Vredenburgh JJ, Beumer JH, et al. Phase I
Pharmacokinetic Study of the Vascular Endothelial Growth Factor Receptor Tyrosine

99

100

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

Kinase Inhibitor Vatalanib (PTK787) plus Imatinib and Hydroxyurea for Malignant
Glioma. Cancer 2009; 115(19) 2188-2198.
[195] Yu C, Friday BB, Lai JP, Yang L, Sarkaria J, et al. Cytotoxic Synergy between the Mul‐
tikinase Inhibitor Sorafenib and the Proteasome Inhibitor Bortezomib in vitro: Induc‐
tion of Apoptosis through Akt and c-Jun NH2-Terminal Kinase Pathways. Molecular
Cancer Therapeutics 2006; 5(9) 2378-2387.
[196] Jane EP, Premkumar DR, Pollack IF. Coadministration of Sorafenib with Rottlerin
Potently Inhibits Cell Proliferation and Migration in Human Malignant Glioma Cells.
The Journal of Pharmacology and Experimental Therapeutics 2006; 319(3) 1070-1080.
[197] Hainsworth JD, Ervin T, Friedman E, Priego V, Murphy PB, et al. Concurrent Radio‐
therapy and Temozolomide Followed by Temozolomide and Sorafenib in the Firstline Treatment of Patients with Glioblastoma Multiforme. Cancer 2010; 116(15)
3663-3669.
[198] Reardon Da, Vredenburgh JJ, Desjardins A, Peters K, Gururangan S, et al. Effect of
CYP3A-Inducing anti-Epileptics on Sorafenib Exposure: Results of a Phase II Study
of Sorafenib plus Daily Temozolomide in Adults with Recurrent Glioblastoma. Jour‐
nal of Neuroncology 2011; 101(1) 57-66.
[199] Ohshima-Hosoyama S, Davare MA, Prajapati SI, Abraham J, Lal S, et al. Preclinical
Testing of Tandutinib in a Transgenic Medulloblastoma Mouse Model. Journal of Pe‐
diatric Hematology/Oncology 2012; 34(2) 116-121.
[200] Zhou XP, Li YJ, Hoang-Xuan K, Laurent-Puig P, Mokhtari K, et al. Mutational Analy‐
sis of the PTEN Gene in Gliomas: Molecular and Pathological Correlations. Interna‐
tional Journal of Cancer 1999; 84(2) 150-154.
[201] Neshat MS, Mellinghoff IK, Tran C, Stiles B, Thomas G, et al. Enhanced Sensitivity of
PTEN-Deficient Tumors to Inhibition of FRAP/mTOR. Proceedings of the National
Academy of Sciences of the United States of America 2001; 98(18) 10314-10319.
[202] Uhrbom L, Nerio E, Holland EC. Dissecting Tumor Maintenance Requirements using
Bioluminescence Imaging of Cell Proliferation in a Mouse Glioma Model. Nature
Medicine 2004; 10(11) 1257-1260.
[203] Hu X, Pandolfi PP, Li Y, Koutcher JA, Rosenblum M, et al. mTOR Promotes Survival
and Astrocytic Characteristics Induced by Pten/AKT Signaling in Glioblastoma. Neo‐
plasia 2005; 7(4) 356-368.
[204] Pitter KL, Galban CJ, Galban S, Saeed-Tehrani O, Li F, et al. Perifosine and CCI 779
Co-Operate to Induce Cell Death and Decrease Proliferation in Pten-Intact and PtenDeficient PDGF-Driven Murine Glioblastoma. PLOS One 2011; 6(1) e14545.
[205] Weiler M, Pfenning PN, Thiepold AL, Blaes J, Jestaedt L, et al. Suppression of Proin‐
vasive RGS4 by mTOR Inhibition Optimizes Glioma Treatment. Oncogene 2012.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[206] Georger B, Kieran MW, Grupp S, Perek D, Clancy J, et al. Phase II Trial of Temsiroli‐
mus in Children with High-Grade Glioma, Neuroblastoma and Rhabdomyosarcoma.
European Journal of Cancer 2012; 48(2) 253-262.
[207] Kreisl TN, Lassman AB, Mischel PS, Rosen N, Scher HI, et al. A Pilot Study of Evero‐
limus and Gefitinib in the Treatment of Recurrent Glioblastoma (GBM). Journal of
Neurooncology 2009; 92(1) 99-105.
[208] Graff JR, McNulty AM, Hanna KR, Konicek BW, Lynch RL, et al. The Protein Kinase
Cb-Selective Inhibitor, Enzastaurin (LY317615.HCl), Suppresses Signaling Through
the AKT Pathway, induces Apoptosis, and Suppresses Growth of Human Colon
Cancer and Glioblastoma Xenografts. Cancer Research 2005; 65(16) 7462-7469.
[209] Kreisl TN, Kotliarova S, Butman JA, Albert PS, Kim L, et al. A Phase I/II Trial of En‐
zastaurin in Patients with Recurrent High-Grade Gliomas. Neuro-Oncology 2010;
12(2) 181-189.
[210] Rampling R, Sanson M, Gorlia T, Lacombe D, Lai C, et al. A Phase I Study of
LY317615 (Enzastaurin) and Temozolomide in Patients with Gliomas (EORTC trial
26054). Neuro-Oncology 2012; 14(3) 344-350.
[211] Tabatabai G, Frank B, Wick A, Lemke D, von Kurthy G, et al. Synergistic Antiglioma
Activity of Radiotherapy and Enzastaurin. Annals of Neurology 2007; 61(2) 153-161.
[212] Butowski N, Chang SM, Lamborn KR, Polley MY, Pieper R, et al. Phase II and Phar‐
macogenomics Study of Enzastaurin plus Temozolomide During and Following Ra‐
diation Therapy in Patients with Newly Diagnosed Glioblastoma Multiforme and
Gliosarcoma. Neuro-Oncology 2011; 13(12) 1331-1338.
[213] Wick W, Puduvalli VK, Chamberlain MC, van den Bent MJ, Carpentier AF, et al.
Phase III Study of Enzastaurin Compared with Lomustine in the Treatment of Recur‐
rent Intracranial Glioblastoma. Journal of Clinical Oncology 2010; 28(7) 1168-1174.
[214] Lu KV, Zhu S, Cvrljevic A, Huang TT, Sarkaria S, et al. Fyn and SRC are Effectors of
Oncogenic Epidermal Growth Factor Receptor Signaling in Glioblastoma Patients.
Cancer Research 2009; 69(17) 6889-6898.
[215] Milano V, Piao Y, LaFortune T, de Groot J. Dasatinib-Induced Autophagy is En‐
hanced in Combination with Temozolomide in Glioma. Molecular Cancer Therapeu‐
tics 2009; 8(2) 394-406.
[216] Premkumar DR, Jane EP, Agostino NR, Scialabba JL, Pollack IF. Dasatinib Synergizes
with JSI-124 to Inhibit Growth and Migration and Induce Apoptosis of Malignant
Human Glioma Cells. Journal of Carcinogenesis 2010; 9 7.
[217] Lu-Emerson C, Norden AD, Drappatz J, Quant EC, Beroukhim R, et al. Retrospective
Study of Dasatinib for Recurrent Glioblastoma after Bevacizumab Failure. Journal of
Neurooncology 2011; 104(1) 287-291.

101

102

Evolution of the Molecular Biology of Brain Tumors and the Therapeutic Implications

[218] Premkumar DR, Jane EP, Pollack IF. Co-Administration of NVP-AEW541 and Dasati‐
nib Induces Mitochondrial-Mediated Apoptosis through Bax Activation in Malignant
Human Glioma Cell Lines. International Journal of Oncology 2010; 37(3) 633-643.
[219] Taga T, Suzuki A, Gonzalez-Gomez I, Gilles FH, Stins M, et al. Alpha v-Integrin An‐
tagonist EMD 121974 Induces Apoptosis in Brain Tumor Cells Growing on Vitronec‐
tin and Tenascin. International Journal of Cancer 2002; 98(5) 690-697.
[220] Nabors LB, Mikkelsen T, Rosenfeld SS, Hochberg F, Akella NS, et al. Phase I and
Correlative Biology Study of Cilengitide in Patients with Recurrent Malignant Glio‐
ma. Journal of Clinical Oncology 2007; 25(13) 1651-1657.
[221] Reardon DA, Fink KL, Mikkelsen T, Cloughesy TF, O’Neill A, et al. Randomized
Phase II Study of Cilengitide, an Integrin-Targeting Arginine-Glycine-Aspartic Acid
Peptide, in Recurrent Glioblastoma Multiforme. Journal of Clinical Oncology 2008;
26(34) 5610-5617.
[222] Gilbert MR, Kuhn J, Lamborn KR, Lieberman F, Wen PY, et al. Cilengitide in Patients
with Recurrent Glioblastoma: the Results of NABTC 03-02, a Phase II Trial with
Measures of Treatment Delivery. Journal of Neurooncology 2012; 106(1) 147-153.
[223] Stupp R, Goldbrunner R, Neyns B. Mature Results of a Phase I/IIa Trial of the Integ‐
rin Inhibitor Cilengitide (EMD121974) Added to Standard Concomitant and Adju‐
vant Temozolomide and Radiotherapy for Newly Diagnosed Glioblastoma. NeuroOncology 2007; 9 517.
[224] Stupp R, Hegi ME, Neyns B, Goldbrunner R, Schlegel U, et al. Phase I/IIa Study of
Cilengitide and Temozolomide with Concomitant Radiotherapy Followed by Cilen‐
gitide and Temozolomide Maintenance Therapy in Patients with Newly Diagnosed
Glioblastoma. Journal of Clinical Oncology 2010; 28(16) 2712-2718.
[225] Lomonaco SL, Finniss S, Xiang C, Lee HK, Jiang W, et al. Cilengitide Induces Au‐
tophagy-Mediated Cell Death in Glioma Cells. Neuro-Oncology 2011; 13(8) 857-865.
[226] Nabors LB, Mikkelsen T, Hegi ME, Ye X, Batchelor T, et al. A Safety Run-in and
Randomized phase 2 Study of Cilengitide Combined with Chemoradiation for New‐
ly Diagnosed Glioblastoma (NABTT 0306). Cancer 2012.
[227] Lin ZX, Yang LJ, Huang Q, Lin JH, Ren J, et al. Inhibition of Tumor-Induced Edema
by Antisense VEGF is Mediated by Suppressive Vesiculo-Vacuolar Organelles (VVO)
Formation. Cancer Science 2008; 99(12) 2540-2546.
[228] Kang C, Yuan X, Li F, Pu P, Yu S, et al. Evaluation of Folate-PAMAM for the Deliv‐
ery of Antisense oligonucleotides to Rat C6 glioma cells in Vitro and in Vivo. Journal
of Biomedical Material Research 2010; 93(2) 585-94.
[229] Tian XX, Zhang YG, Du J, Fang WG, Ng HK, Zheng J. Effects of Cotransfection of
Antisense-EGFR and Wild-Type PTEN cDNA on Human Glioblastoma Cells. Neuro‐
pathology 2006; 26(3) 178-187.

Gliomas Biology: Angiogenesis and Invasion
http://dx.doi.org/10.5772/53487

[230] Pollack IF, Kawecki S, Lazo JS. Blocking of Glioma Proliferation in Vitro and in Vivo
and Potentiating the Effects of BCNU and Cisplatin: UCN-01, a Selective Protein Kin‐
ase C Inhibitor. Journal of Neurosurgery 1996; 84(6) 1024-1032.
[231] Shen L, Dean NM, Glazer RI. Induction of p53-Dependent, Insulin-Like Growth Fac‐
tor-Binding Protein-3-Mediated Apoptosis in Glioblastoma Multiforme Cells by a
Protein Kinase C Alpha Antisense Oligonucleotide. Molecular Pharmacology 1999;
55(2) 396-402.
[232] Pu P, Kang C, Li J, Jiang H. Antisense and Dominant-Negative AKT2 cDNA Inhibits
Glioma Cell Invasion. Tumour Biology 2004; 25(4) 172-178.
[233] Edwards LA, Verreault M, Thiessen B, Dragowska WH, Hu Y, et al. Combined Inhib‐
ition of the Phosphatidylinositol 3-Kinase/Akt and Ras/Mitogen-Activated Protein
Kinase Pathways Results in Synergistic Effects in Glioblastoma Cells. Molecular Can‐
cer Therapeutics 2006; 5(3) 645-654.
[234] Khazenzon NM, Ljubimov AV, Lakhter AJ, Fujita M, Fujiwara H, et al. Antisense In‐
hibition of Laminin-8 Expression Reduces Invasion of Human Gliomas in Vitro. Mo‐
lecular Cancer Therapeutics 2003; 2(10) 985-894.
[235] Nagato S, Nakagawa K, Harada H, Kohno S, Fujiwara H, et al. Downregulation of
Laminin α4 Chain Expression Inhibits Glioma Invasion in Vitro and in Vivo. Interna‐
tional Journal of Cancer 2005; 117(1) 41-50.
[236] Zhu C, Li YB, Wong MC. Expression of Antisense bcl-2 cDNA Abolishes Tumorige‐
nicity and Enhances Chemosensitivity of Human Malignant Glioma Cells. Journal of
Neuroscience Research 2003; 74(1) 60-66.
[237] Julien T, Frankel B, Longo S, Kyle M, Gibson S. et al. Antisense-Mediated Inhibition
of the bcl-2 Gene Induces Apoptosis in Human Malignant Glioma. Surgical Neurolo‐
gy 2000; 53(4) 360-369.
[238] Guensberg P, Wacheck V, Lucas T, Monia B, Pehamberger H, et al. Bcl-xL Antisense
Oligonucleotides Chemosensitize Human Glioblastoma Cells. Cohemtherapy 2002;
48(4) 189-195.
[239] Caruso G, Raudino G, Caffo M, Alafaci C, Granata F, et al. Nanotechnology Plat‐
forms in Diagnosis and Treatments of Primary Brain Tumors. Recent Patents on
Nanotechnology 2010; 4(2) 119-122.
[240] Caruso G, Caffo M, Alafaci C, Raudino G, Cafarella D, et al. Could Nanoparticles
Systems Have a Role in the treatment of Cerebral Gliomas? Nanomedicine: Nano‐
technology, Biology and Medicine 2011; 7(6) 744-752.
[241] Moghimi SM. Recent Developments in Polymeric Nanoparticle Engineering and
their Applications in Experimental and Clinical Oncology. Anti-Cancer Agents inMe‐
dicinal Chemistry 2006; 6(6) 553-561.

103

